WO 02/02641 PCT/US01/19110

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
: 165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys DLeu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 . 200 205

Ser Gly Aasn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyyr Thr Thr Arg Ser Thr Arg Val
225 230 : 235 240

Phe Gly Gly Gly Thr DLys Leu Thr Val Leu Gly
245 250

<210> 841
<211l> 255
<212> PRT
<213> Homo sapiens

<400> 841
Ala Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ser Val Ser Gly Ala Ser Met Thr Thr Asn
20 25 30

Lys Phe Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Glf Leu Glu
35 40 45

Trp.Ile Gly Asn Ile Asn Tyr Ser Lys Ser Thr Asn Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Ile Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Leu
65 70 75 : 80

Ser Leu Lyg Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg His Val Arg Asp Tyr Asp Ile Leu Thr Gly Tyr Tyr Arg
100 105 110
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Gly His Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140 .

Gln Ser val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
145 150 155 160

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
165 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
180 185 190

‘Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe
195 200 205

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
210 . 215 220

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Sexr Sexr Tyr Thr Thr Arg
225 . 230 235 240

Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr vVal Leu Gly
- 245 250 255

<210> 842
<211> 250
<212> PRT
<213> Homo sapiens

<400> B42 .
Gln Met Gln Leu Val Arg Ser Gly @ly Gly Vval Val Gln Pro Gly Arg
1 5 ’ 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
' 20 25 30

Gly Met His Trp Val Arg Glmn Ala Pro Gly Lys Gly Leu Glu Trp Val
' 35 40 45

Ser val Thr Tyr Ser Gly Gly Asn Thr Asn Tyr Ala Asp Ser Val Arg
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu
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65 70

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90

Arg Glu Gly Ser Tyr Asp Ile Leu Thr Gly
100 105

Arg Met Asp Val Trp Gly Lys Gly Thr Leu
115 120

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135

Leu Thr Gln Asp Pro Ala Val Ser Val Ala
145. 150

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser
165 170

Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu
180 185

Lys Arg Pro Ser Gly TIle Pro Asp Arg Phe
195 200 '

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala
210 215

Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser
225 230

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 843
<211> 256
<212> PRT
<213> Homo sapiens

<400> 843

75

Ala Val Tyr

Tyr Tyr Val

Val Thr val
125

Gly Gly Gly
. 140

Leu Gly Gln
155

Tyr Tyr Thr

val val Tyr

Ser Gly Ser
205

Gln Ala Glu
220

Gly Asn His
235

Tyr

Gly

110

Ser

Ser

Thr

Asn

Ala

1%0

Ser

Asp

val
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80

Cys Ala
95

val Gly
Ser Gly
Ser Glu ‘
Val Arg

160
Trp Phe
175
Lys Asn
Ser Gly

Glu. Ala

Val Phe
240

Gln Val Gln Leu Val @Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala

20 - 25

1000
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Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala
50 55 60

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 50 95

Tyr Cys Thr Thr Phe Asn Pro Thr Tyr Asp Ile Leu Thr Gly Tyr Tyr
100 105 110

Ile Gly Gly Tyr Phe Gln His Trp Gly Gln Gly Thr Met Val Thr Val
115 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 , 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp TyriGln Gln His Pro Gly Lys Ala Pro Lys
180 . 185 190

Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Deu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr
225 230 235 240

Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Gly
245 250 255

<210> 844
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<211> 254
<212> PRT
<213> Homo sapiens

<400> 844
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Vval Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly val Ser Ile Ser Ser Asp
20 25 30

Ser Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Ala Gly Lys Gly Pro Glu
35 . 40 45

Trp Ile Gly Arg Ile Tyr Pro Thr Gly Ser Thr Asn Tyr Asn Pro Ser
50 . 55 60 ’

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Gln Leu Thr Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 80 . 95

Cys Ala Arg Gly Arg Trp Asp Tyr Asp Leu Leu Thr Gly Glu His Leu
100 105 110

Gly Tyr Tyr Phe Asp Tyr Trp Gly Arg Gly Thr Leu Val Thr Val Ser
115 : 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Leu Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu
145 ) 150 155 160

Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Thr Leu Arg Asn Tyr
165 170 175

Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val
: 180 185 190

Ile His Ser Arg Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Ser Ser Gly Thr Thr Ala Ser Leu Thr Ile Thr Gly Ser Gln
210 215 220
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Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly
225 230 235 240

Asn Val Ile Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 845
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 845
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu VvVal Lys Lys Pro Gly Ala
1 "5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln @Gly Avrg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser .Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly‘Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gln Ser Ala Leu
130 135 140 -

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Serx
165 170 175
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Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 1590

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 . 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 846
<211> 245
<212> PRT
<213> Homo sapiens

<400> B46 .
Gly Val Gln Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Arg Thr Ser Gly Tyr Thr Phe Thr Ser Asn
: 20 25 30

Ser Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 u 45 '

Gly Gly Ile Ile Pro Ile. Phe Gly Thr Ala Asn Tyr Ala Gln Lys Leu

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Gly Met Gly Asp His Tyr Gly Met Asp Val Trp Gly Arg Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
115 . 120 125
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Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val
130 135 140

Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr)Gly Thr Ser
145 150 155 160

Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro
leb 170 175

Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser
180 185 190

Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser
195 200 205

Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys
225 230 235 ‘240

Leu Thr Val Leu Gly
245

<210> 847
<211> 251
<212> PRT
<213> Homo sapiens

<400> 847
Gln val Gln Leu Gln Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala
1 5 : ' 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Ser Leu Thr Lys Met
20 25 30

Ser Met His Trp Val Arg Gln Ser Pro Gly Glu Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Asp Pro Glu Thr Arg Gln Pro val Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
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85 . 90 : 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 - 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 “ 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205 ’

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
. 245 250

<210> 848
<211> 248
<212> PRT
<213> Homo sapiens

<400> 848
Gly Val @Gln Leu Val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr
20 25 30

Ala Ile Asn-  Trp Leu Arg Gln Ala Pro Gly Gln Rrg Pro Glu Trp Met
35 40 45
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Gly Thr Ile Asn Thr Gly Asn Gly Asn Thr Lys Tyr Ser Gln Asn Phe
50 . 55 60 :

Gln Gly Arg Leu Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Val Asn
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Gly Gly Tyr His Asp Pro Leu Thr Ser Tyr.Asn Tyr Asn Trp Phe
' 100 105 110

Asp Pro Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 : 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg
180 185 150

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
185 200 205

Ala Ser Leu Thr Ile Thr Gly 2Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 849
<211> 251
«212> PRT
<213> Homo sapiens
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<400> 849 .
Gln val Gln Leu Gln Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala

1 : 5 10 15

Ser val Ile Val Ser Cys Lys Val Ser Gly Tyr Ser Leu Thr Lys Met
20 25 30

Ser Met His Trp Val Arg Gln Ser Pro Gly Glu Gly Leu Glu Trp Val
: 35 ‘ 40 T 45

Gly Gly Ile Asp Pro Glu Thr Arg Glm Pro Val Tyr Ala Gln Lys Phe
50 : 55 ' 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
€5 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 - 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240
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Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 850
«<211l> 250
<212> PRT
<213> Homo sapiens

<400> 850
Gly val Gln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Thr Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 . 45

Gly Trp Ile Ser Ala His Asn Gly Gln Thr Lys Tyr Ala Glu Lys Phe
50 55 60 '

Gln Gly Arg Val Thr Met Thr Arg Asn Thr Ser Ile Ser Thr Ala Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Val vVal Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Ser Tyr Asp‘Ile Leu Thr Gly Tyr Tyr Ile Asp Asn
100 105 110

Tyr Met Asp Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Tle Thr Cys Gin Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe
165 170 ' 175

Gln Gln Lys Pro Gly Glm Ala Pro Leu Leu Val Val Tyr Ala Lys Asn
180 185 190
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Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly aAla Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe
225 230 235 240

@ly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 851
<211> 250
<212> PRT
<213> Homo sapiens

<400> 851
Gly Val @ln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Ile Val Ser Cys Thr Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu CGlu Trp Ile
35 40 45

Gly Trp Ile Ser Ala His Asn Gly Gln Thr Lys Tyr Ala Glu Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asn Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90. 95

Ala Arg Asp Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Asp Asn
100 105 110

Tyr Met Asp Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 ; 135 140
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Leu Thr €ln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn
180 185 190

Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His val Leu Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 852
<211> 251
<212> PRT
<213> Homo sapiens

<400> 852
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 ‘ 15

Ser Val Asn Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg.Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 - 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
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100 . 105 110

Asp Ile Trp Gly Gln Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly
115 120 : 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
’ 165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190 ’

Gly Ser Lvys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220 '

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Ile Leu Gly
245 250

<210> 853
<211> 251
<212> PRT
<213> Homo sapiens

<400> 853
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 ! 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60
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Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Thr Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 L 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Glm Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 854
«211> 253
<212> PRT
<213> Homo sapiens

<400> 854
Gln Val Gln Gln Ser Gly Ala Asp Val Lys Lys Pro Gly Gly Ser Leu

1 5 10 15
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Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
‘ 20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Agp Ser Val Lys Gly
50 . 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 20 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
- 100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Vval Thr Vval Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

vVal Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asu Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Léu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Sexr Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210> 855
<211s 251
<212> PRT
<213> Homo sapiens

<400> 855
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 ' 10 15

Ser Val Met Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Thr Tyr
20 25 30

Ala Val His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile asn Ala Gly Asn Gly Tyr Thr Lys Tyr- Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
. 65 70 ' 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Leu
100 105 110

Asp Ile Trp Gly Lys Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln -Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 120

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
: 185 200 205
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Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 : 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 . 250

<210> 856
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 856
Glu Vval Gln Leu Val Gln Ser Gly Gly Glu Vval Lys Arg Pro Gly Ala
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Arg Tyr
20 25 30

Gly Tle Ser -Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Lys Thr Ser Phe Ala Glu Lys Phe
50 55 60

Gln Gly Arg Val Thr Leu Thr Thr Asp Thr Ser Thr Thr Thr Val Asp
65 70 75 80

Met Glu Leu Arg Asm Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Thr Asp Tyr Asp Ile Leu Thr Gly Tyr Pro Met Gly Tyr Phe
100 105 110

Asp Pro Trp Gly Lys Gly Thr Leu Vval Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly sSer Gly Gly Gly Gly Ser Ala Leu Ser Ser
130 135 140

"Glu Leu Thr Gln Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr Val
145 150 155 ) 160
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Lys Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Phe Tyr Ala Ala Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Ile Leu Val Ile Ser Gly Lys
180 185 190

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Thr Ser Gly Asn His Tyr Val
225 . 230 235 240

Phe Gly Ala Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 857
<211> 255
<212> PRT
<213> Homo sapiens

<400> 857
Glu Vval Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Phe Cys Lys Ala Phe Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

~Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr
65 | 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr val Val Tyr Tyr Cys
85 20 95

Ala Arg Gly Gly Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Phe Gly Leu
100 105 110

Gly Val Tyr Asp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser
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115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala
130 135 140

Gln Thr Val Leu Thr Gln Thr Pro Ser val Ser Ala Ala Pro Gly Gln
145 150 155 160

Lys Val Thr Ile Ser Cys Ser Gly Ser Ile Ser Asn Ile Gly Asn Lys
165 170 175

Tyr Val Ser Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu
180 185 190

Tle Tyr Asp Asn Asp Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu Gln
210 215 220

Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Trp Asp Ser Ser Leu
225 230 235 240

Ser Ala Gly Val phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 858
<211l> 253
<212> PRT
<213> Homo sapiens

<400> 858
Gln Val Glan Leu Val Glu Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Gly Ser Tyr
20 25 30

Ala Met Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Thr Ser Thr Gly Arg Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
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Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ala Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly Asp Tyr Asp Ile Leu Thr Gly Leu Tyr Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Val
130 135 140

Leu Thr Glmn Pro Pro Ser Val Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Gly Arg Ser Asn Ile Gly Ser Asn Thr val Lys
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly
180 185 190

Asn Asp Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
185 ) 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Val Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Arg Gly Ser
225 230 235 240

Arg Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 858
<211> 250
<212> PRT
<213> Homo sapiens

<400> 859 . .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

1012



WO 02/02641 ' PCT/US01/19110

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn @Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 . 55 60 ’

Gln c¢ly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
' 85 90 S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser @ly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro‘Lys Leu Met Ile Tyr Asp
180 185 190

val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 ' 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser -Gly Leu Gln Ala Glu Asp
210 215 220

Glu Gly Asp Tyr Tyr Cyé Ser Ser Tyr Ala Gly Pro Ser Arg Val Phe
225 230 235 240

Gly Gly @Gly Thr Lys Val Glu Ile Lys Arg
245 250

<210> B60
<211> 253
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<212> PRT
<213> Homo sapiens

<400> 860
Gln val Gln Leu Val Gln Ser Arg Ala Glu Val Lys Arg Pro Gly Ala
1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Axg Phe Gly Ser Tyr
' 20 25 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Thr Arg Tyr Gly Asp'Thr Lys Ser Ala Gln Lys Val
50 55 60

Glu Gly Arg Val Thr Leu Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 920 95

Ala Arg Asp Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Asp Asn
100 105 110

Tyr Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 R 120 125

Gly Gly Cly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Pro Ser Ala Ser Gly.Thr Pro Gly Gln Arg Val
145 - 150 155 160

Thr Ile Sexr Cys Ser Gly Ser Ser Ser Asn Ile @Gly Ser Asn Thr Val
165 170 175

Asn Trp Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr
180 , 185 190

Asn Asn Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln Ser Glu
210 215 220
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Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu Asn Gly
225 : 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 . 250

«210> 861
<211> 248
<212> PRT
<213> Homo sapiens

<400> 861
Gln Met Gln Leu Val Gln Ser Gly Ala @lu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 30

Val Phe Ser Tyxp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe
50 . 55 60

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 : 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly CGly Gly Ser Ala Gln Ser Val Leu Thr Gln Pro
130 ’ 135 140

Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile Ser Cys Ser
145 150 155 ’ 160

Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175
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Phe Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asp Ash Asn Asn Arxrg
: 180 185 190

Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser
195 200 205 '

Ala Thr Leu Gly Ile Thr Gly Leu Gln Thr Gly Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Gly Thr Trp Asp Arg Ser Leu Ser Val Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Val Thr Val Leu Gly
245

<210> 862
<211> 258
<212> PRT
<213> Homo sapiens

<400> 862
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile Asp Gly
20 ’ 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala 2Asn Tyr Ala Gln Lys Phe
50 55 60

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Ile Val Phe

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ser Ser Pro Pro Arg Trp Tyr Asp Ala Leu Thr Gly Asp Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Gln Gly Thr Met Val Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
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130 135 . 140

Gly Ser Ala Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser
145 150 . 155 160°

Pro Gly Gln Ser Val Thr Ile Ser Cys Ser Gly Thr Ser Ser Asp Ile
165 170 175

@ly Asp Ser Asn Ser Val Ser Trp Tyr Glmn Gln His Pro Gly Lys Ala
180 . 185 190

Pro Lys Leu Leu Ile Tyr Glu Vval Thr Lys Arg Pro Ser Gly Val Pro
195 200 205

Asp Arg Phe Ala Gly Ser Arg Ser Asp Asn Thr Ala Ser Leu Thr val
210 215 220

Ser Gly Leu Gln Thr Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Ser
225 230 235 240

Ala Ala Arg Asn His Leu Val Phe @Gly Gly Gly Thr Lys val Thr Val
245 250 258

Leu Gly

<210> 863
<211> 255
<212> PRT
<213> Homo sapiens

<400> 863
Gln Val Gln Leu Val @ln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Thr Val Ser Gly‘Asp Ser Phe Ser Arg His
20 25 30 -

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 '

Gly Trp Ile Ser Val Tyr Asn Gly Asp Thr Lys Tyr Ala Gln Lys Val
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Asn Thr Val Tyr
65 70 75 80
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Met Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Asp Glu Gly Arg Asp Leu Leu Thr Gly Tyr Tyr Trp Pro Asn
100 105 110

Phe Phe Asp Ser Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 , 125

Gly @Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu
130 135 140

Ser Tyr Val Leu Thr Gln Pro Pro Sexr Ala Ser Gly Thr Pro Gly Gln
145 ’ 150 155 160

Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Pro Asn Ile Gly Gly Asn
165 170 175

Thr Val Asn Trp Tyr Gln Gln Leu Pro Gly Ala Ala Pro Lys Leu Leu
180 185 190

Ile Tyr Ser Asn Ser Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
195 200 205

Gly Ser Lys Tyr Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln
210 - 215 220

Ser Asp Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
225 230 - 235 240 -

Thr Gly Pro Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 , 250 255

| <210> 864
<211> 259
<212> PRT
<213> Homo sapiens

<400> 864 '
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile.Asgp Asp
20 25 30
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Ser

Arg

65

Leu

Ala

Ser

Val

Gly

145

Pro

Gly

Arg

Arg

Gly

225

Asp

Val

Ile

Gly

50

Asp

Glu

Arg

Tyr

Ser

130

Ser

Gly

Gly

Leu

Phe

210

Leu

Arg

Lew

Asn
35

Thr

-Arg

Leu
Ser
His
115
Ser
Ala
Gln
Asn
Leu
195
Ser
Gln

Leu

Gly

Trp

Ile

Ala

Thr

Ser

100

Ser

Gly

Gln

Arg

Thr

180

Ile

Gly

Ser

Asn

Leu

Pro

Thr

Ser

85

Pro

Ala

Gly

Ser

Val

165

val

Tyr

Ser

Glu

Ala
245

Arg

Leu

Ile

70

Leu

Pro

Met

Gly

val

150

Thr

Asn

Ser

Lys

Asp

230

His

Gln
Ala

55
Thr
Arg
Lys
Asp
Gly
135
Leu
Tle
Trp
Asn
Ser
215

Glu

Val

Aia

40

Asn

Ala

Ser

Trp

Val

120

Ser

Thr

Ser

Tyr

Asn

200

Cly

Ala

val

Pro Gly

Arg Ala

Asp Glu

Asp Asp

90

Tyr Asp

105

Trp Gly

Gly Gly

Gln Pro

Cys Ser

170

Gln Gln

185

Gln Arg

Thr Ser

Asp Tyr

Phe Gly
250
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Asn

Leu

75

Thr

2Ala

Axrg

Gly

Pro

155

Gly

Leu

Pro

Ala

Tyr

235

Gly

Gly

Tyr

60

Thr

Ala

Leu

Gly

Gly

140

Ser

Thy

Pro

Ser

Sexr

220

Cys

Gly

Leu

45

Ala

Ala

Leu

Thr

Thr

125

Ser

Ala

Asn

Gly

Gly

205

Leu

Ala

Thr

Glu

Gln

Thr

Tyr

Gly

110

Leu

Gly

Ser

Ser

Thr

190

Val

Ala

Ala

Lys
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80
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Tyr Cys
95
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Gly Thr
160
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175

Ala Pro
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240
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255
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2210> 865
2211> 258
<212> PRT ,
<213> Howo sapiens

<400> 865
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser val Lys Val Ser Cys Arg Val Ser Gly Gly Ser Phe Thr Asp Asp
20 25 30 '

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyf Ala Gln Lys Phe
50- 55 60

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly Asp Ser
100 105 110 -

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 . 140,

Gly Ser Ala Gln Ser Val Val Thr Gln Pro Pro Ser Val Ser Ala Ala
145 150 155 160

Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile
165 170 175

Gly Arg Asn Tyr Val Ser Trp Tyr Gln Gln Leu Pro Gly Thr Ala Thr
180 185 190

Lys Leu Leu Ile Tyr Asp Asn Asn Lys Arg Pro Ser Gly Ile Pro Asp
195 200 205
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Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr
210 : 215 220

Gly Leu Gln Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Trp Asp
225 230 235 240

Ser Ser Leu Arg Ile Tyr val Phe Gly Thr Gly Thr Lys Val Thr Vval
245 . 250 255

Leu Gly

<210> 866
<21l1> 255
<212> PRT -
<213> Homo sapiens

<400> 866
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Thr Val Ser Gly Asp Ser Phe Ser Arg His
20 25 30 ’

Gly Ile Sexr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Val Tyr Asn Gly Asp Thr Lys Tyr Ala Gln Lys Val
50 55 ' 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Asn Thr Val Tyr
€5 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Vval Tyr Tyr Cys

Ala Arg Asp Glu Gly Arg Asp Leu Leu Thr Gly Tyr Tyr Trp Pro Asn
100 105 110

Phe Phe Asp Ser Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

ely Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu
130 ’ 135 140
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Ser Tyr Val Leu Thr Gln Pro Pro Ser Val Ser Gly Thr Pro Gly Gln
145 150 155 160

Lys Val Thr Ile Ser Cys Ser Gly Sexr Arg Pro Asn Ile Gly Gly Asn
165 170 175

Thr Val Asn Trp Tyr Gln Gln Leu Pro Gly Ala Ala Pro Lys Leu Leu
180 185 190

Ile Tyr Ser Asn Ser Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
195 200 205

Gly Ser Lys Tyr CGly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln
210 215 220

Ser Asp Asp Glu.Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu
225 ‘ ' 230 235 240

Thr Gly Pro Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 867
<211> 250
<212> PRT
<213> Homo sapiens

<400> 867 .
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ala
1 5 10 15 -

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Arg Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 ’ 75 . 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Asp Gly Ile Bsp Ile Leu Leu Val Pro Ala Ala Leu Met Asp
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100 . 105 © 110

val Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 . 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Sexr Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys. Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 . 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 868
<211> 250
<212> PRT
<213> Homo sapiens

<400> B68 .
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr
20 25 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Arg Asn Tyr Ala Gln Lys Leu
50 55 60

1030



WO 02/02641 PCT/US01/19110

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Val Arg Rsp Gly Ile Asp Ile Leu Leu Val Pro Ala Ala Leu Met Asp
100 105 110

Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 : 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 , 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Asn Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr TIle Ser Gly Leu Gln Ala Glu Asp Glu
210 . 215 220

Ala Asp Tyr Tyr Cys‘Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 869
<211l> 257
<212> PRT
<213> Homo sapiens

<400> 869
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 ) 15
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Ser Met Lys Val Ser Cys Lys Ala Ser Ala Gly Arg Ala Ser Ala Tyr
' 20 25 ‘ 30

Gly Phe Ala Met His Pro Ile His Trp val Arg Gln Ala Pro Gly Gln
35 40 45

Gly Leu Glu Trp Met Gly Trp Ile Asn Gly Gly Thr Gly Asn Thr Lys
50 .o 55 60

Tyr Ser Glu Lys Phe Leu Gly Arg Val Thr Met Thr Ser Asp Thr Ser
65 70 75 . 80

Ala Thr Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr
85 S0 95

Ala Val Tyr Tyr Cys Ala Arg Gln Asp Asn Asp Pro Leu Thr Gly Tyr
100 105 110

Lys Leu Gly Phe Asp Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Gln Ser Val val Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly
145 150 155 160

Gln Arg Val Thr Ile Ser Cys Thr Gly ser Ser Thr Asn Val Gly Ala
165 170 175

Gly Tyr Gly Vval His Trp Tyr Gln Gln Phe Pro Glu Thr Ala Pro Lys
180 - 185 150

Leu Leu Ile Tyr Gly Gly Ser Asn Arg Pro Ser Gly Val Pro Asp Arg
195 200 205

Phe Ser Gly Ser Gln Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Thr
225 230 235 240

Thr Leu Ser Gly Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu
245 250 255
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Gly

<210>
<211>
<212>
<213>
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<220>
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<223>
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

870
254
PRT

Homo sapiens

Site
(42)
Xaa equals

Site
(45)
Xaa equals

Site
(51)
Xaa equals

Site
(57)
Xaa equals

Site
(65)
Xaa equals

Site
(67)
Xaa equals

Site
(70)
Xaa equals

Site
(170)
Xaa equals

Site
(176)
Xaa equals

Site
(192)

any

any

any

any

any

any

any

any

any

of

of

of

of

of

of

of

of

of

the

the

the

the

the

the

the

the

the

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

naturally

occurring
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occurring

occurring

occurring

occurring

occurring

occurring

occurring
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<223> Xaa eguals any of

<220> :

<221> Site

<222> (235)

<223> Xaa equals any of

<220>

<221> Site

<222> (239)

<223> Xaa equals any .of

<220>

<221> Site

<222> (240)

<223> Xaa equals any of

<400> 870

Gln Val Gln Leu Gln Gln

1 5
Ile Leu Ser Leu Thr Cys
20

Gly Ala Ala Trp Asn Trp
35

Trp Leu Xaa Arg Thr Tyr

50
Xaa Ser Xaa Lys Arg Xaa
65 70
Gln Phe Ser Leu Gln Leu
. 85
Tyr Tyr Trp Ala Arg Asp
100

Tyr Gly Met Asp Val Trp
115

Gly Gly Gly Gly Ser Gly

130

Ser Ala Leu Thr Gln Pro

145 : 150

Ile Thr Ile Ser Cys Thr

the
the
the
the
Ser
Ala

Ile

Tyr

55
Ile
Asn
Arg
Gly
Gly
135

Ala

Gly

naturally

naturally

naturally

naturally

occurring

occurring

occurring

occurring

Gly Pro Gly Leu Val
10

Ile Ser

25

Arg Gln

40

Arg Xaa

Thr Ile

Ser Val

Tyr Asp

105

Gln
120

Gly
Gly Gly
val

Ser

Thr

Gly Tyr

Xaa Pro

Lys Trp

Asn Pro

Thr Pro

°0

Ile Leu

Thr Met

Ser Gly

Ser Gly

Thr Xaa Asp

Ser

Serx

Tyr
60

ASp
75

N

Glu

Thr

val

Gly
140

Ser
155

val
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L-amino

L-amino

L-amino

Lys Pro

Val Ala

30

Xaa
45

Gly

Val Asp

Thr Ser

Asp Thr

Gly Tyr

110

Thr Val

125

Gly Gly

Gly

Arg

Gly Gly
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Leu Glu
Ala

Tyr

Asn
80
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Val
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165 . 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Xaa
180 185 190

Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
195 200 205

Ala Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Phe Cys Ser Xaa Tyr Ala Pro Xaa Xaa
225 230 235 240

Ile Ile Met Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> B71
<211> 251
<212> PRT
<213> Homo sapiens

<400> 871
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Thr Gly Ala
1 5 ’ 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Ala Asp Tyr
20 25 ‘ 30

Tyr Val His Trp Val Arg Gln Ala Ala Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Thr Gly Ser Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Asp Arg Val Thr Met Thr Arg Asp Thr Ser Ile Lys Thr Val Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile
145 150 155 160

Ser Cyg Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn Trp
165 © 170 175

Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn
180 185 190

Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
185 : 200 205

Gly Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu Asn Gly Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 872
<211> 256
<212> PRT
<213> Homo sapiens

<400> B72 ‘
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala
20 25 30 ’

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Gln Trp Val
35 40 45

Gly Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala
50 55 ) 60

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80
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Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
: 85 920 95

Tyr Cys Thr Thr Phe Asn Pro Thr Tyr Asp Ile Leu Thr Gly Tyr Tyr
100 105 110

Ile Gly Gly Tyr Phe Gln His Trp Gly Gln Gly Thr Met Val Thr val
115 . 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Gln Ser Val Leu Thr Gln Pro ARla Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 185 190

Leu Met Ile Tyr Glu Gly Ser Liys Arg Pro Ser Gly Val Ser Asn Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr
225 ' 230 235 240 -

Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Gln Leu Thr val Leu Gly
245 250 255

<210> 873
<211> 254
<212> PRT
<213> Home sapiens

<400> 873
Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Val Lys Lys Ser Gly Glu

1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Asp Tyr
20 25 30
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Trp Ile Gly Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Asn Gly Gly Thr Lys Tyr Ala Gln Asn Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Val Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Arg His Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Thr Gly
100 , 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 - 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 ' 185 190

- Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200" 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 874
<211> 251
‘<2l2> PRT

1038 !
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<213> Homo sapiens

<400> 874 -
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His-
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 ‘ 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly -Lys Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asn Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Prb Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

‘Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220
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Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val

225

230

235

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

<210> 875
<211> 251
<212> PRT
<213> Homo sapiens

<400> 875
Gln Val Gln

1

Ser

Thr

Gly

Gln

65

Met

Ala

Asp

Gly

Thr

145

Ser

Trp

val

Met

Trp

50

Gly

Glu

Arg

Ile

Ser

130

Gln

Cys

Tyr

Lys

His

35

Ile

Arg

Leu

Ala

Trp

115

Gly

Pro

Thr

Gln

Leu
vVal

20
Trp
Asnl
Val
Ser
Thr
100
Gly
Gly
Ala

Gly

Gln

245

Gln
5

Ser

Val

Glyk

Thr

Ser

85

Tyr

Gln

Gly

Ser

Thr

165

His

Gln

Cys

Arg

Gly

Ile

70

Leu

Asp

Gly

Gly

Val

150

Ser

Pro

Ser
Lys
Gln
Ser

55
Thr
Gly
Pro
Thr
Ser
135
Ser

Ser

Gly

250

Gly Ala Glu
10

Ala Ser Gly
25

Ala Pro Gly
40 :

Gly Asp Thr
Lys Asp Thr

Ser Glu Asp
90

Leu Thr Gly
105

Met Val Thr
120

Gly Gly Gly
Gly Ser Pro

Asp Val Gly
170

Lys Ala Pro

1040

Val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Gly

155

Gly

Lys

Lys

Thr

Gly

Tyr

60

Ala

Ala

Ser

Ser

Ser

140

Gln

Tyr

Leu

Lys

Phe

Pro

45

Ser

Ser

Leu

Phe

Ser

125

Gln

Ser

Asn

Met

Pro

Thr

30

Glu

Arg

Ala

Tyr

Asp

110

Gly

Ser

Ile

Tyx

Ile

240

Gly Ala
15

Lys Tyr
Trp Met
Lys Phe

Ala Tyr
80

Tyr Cys
95

Gly Phe
Gly Gly
Val Leu

Thr Ile
160

Val Ser
175

Tyr Glu
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180 . 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220 ’

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 876
<211> 251
<212> PRT
<213> Homo sapiens

<400> 876 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 A 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Ar¥g Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met. Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr @ly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 - 120 125 ’

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 ' 135 140 :
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Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 . 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 _ 200 ' 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 : 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
’ 245 250

<210> 877
<211> 248
<212> PRT
<213> Homo sapiens

<400> 877
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met Eis Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95
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Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
© 100 105 110

Asp Ile Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 . 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln
165 170 175

Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala ‘Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 * 235 240

Gly Thr Lys Leu Thr Val Leu Gly
' 245

<210> 878
<21l> 247
<212> PRT
<213> Homo sapiens

<400> 878
Glu vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Asn Pro Gly Ser
1 ) 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Ser Phe Ser Arg Tyr
20 25 30 -

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Arg Tle Ile Pro Ile Val Ala Thr Pro Asn Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Ile Thr Ile Ser Ala Asp Thr Leu Thr Ser Thr Ala Phe
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 85

Ala Arg Asp Arg Glu Thr Lys Val Gly Tyr Gly Met Asp Val Trp Gly
: 100 105 110

Arg Gly Thr Met Val Thr Val Ser -Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro
130 135 140

Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly
145 150 155 160

Ser Ber Ser Asn Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu
165 170 175

Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro
180 - 185 190

Ser Gli Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly
195 . 200 205

Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ala Ser Trp Asp Asp Ser Pro Asn Gly Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 879
<211> 251
<212> PRT
<213> Homo -sapiens

<400> 879
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 . . 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thxr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 : 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240
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Phe Gly Gly Gly Thr Lys Leu Thr Ile Leu Gly
245 250

<210> 880
<211> 253
<212> PRT
<213> Homo sapiens

<400> 880 .
Gln Val Gln Gln Ser Gly Ala Glu Val Lys lLys Pro Gly Gly Ser Leu
1 5 10 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 ) 55 60 :

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 S0 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
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195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 . 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 881
<211> 254
<212> PRT
<213> Homo sapiens

<400> 881
Gly val Gln Leu Val Gln Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Val Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
) 20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Leu Ser Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 . 80

Leu Gln Met. Asn Ser Leu Arg Ala Glu Asp Thr aAla Val Tyr Tyr Cys
85 920 ; 95

Ala Arg Glu Gly Ser Tyr Asp .Ile Leu Thr Gly Tyr Tyr Val Gly Val
100 105 110

Gly Arg Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly &ly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 ; 1490

Ser Val DLeu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160
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Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr .Ile Ser Gly Leu Gln
210 - 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 .o

<210> 882
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 882
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Asp Tyr Leu Phe Thxr Lys Tyr
20 : 25 30

Tyr Val His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
€5 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110
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Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 ) 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 : 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 ) 220

Glu Ala asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 883

<211> 250

<212> PRT .
<213> Homo sapiens

<400> 883
Gly Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 ' 15

Ser Leu Arg Leu Ser Cys Ala 2la Ser Gly Phe Thr Phe Arg Ser Tyr
20 25 30

Ser Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trxp Val
. 35 40 45

Ber Ser Ile Ser Ser Gly Gly Asn Ile Tyr Tyr Ala Asp Ser Val Arg
50 55 60 '
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Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Val Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Asp Ser Tyr Asp Ile Leu Thr Gly Tyr Arg Gly Tyr Tyr Phe Asp
100 105 110

Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 . 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 X A 170 . 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 1980

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
1985 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 ) 230 . ‘235 . 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 884
<211> 251
<212> PRT
<213> Homo sapiens

<400> 884
Gln Val Gln Leu Gln Gln Ser Gly Ala glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
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20 . 25 30

. Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 : 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 ' 60

@Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Val Tyr
65 70 . 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Vval Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

"Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210> 885
<211> 253
<212> PRT"
<213> Homo sapiens

<220>
<221> Site
<222> (214)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 885 .
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 10 ' 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met

Asn Trp Vél Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 " 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

- Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys‘Ala Arg
85 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
~100 ! 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser CGln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 ) 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190
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Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Xaa Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 886
<211> 251
<212> PRT
<213> Homo sapiens

<400> 886
Gln Val Gln Leu Gln Gln Ser Gly Ala @lu Val Lys Lys Pro Gly Ala
1 5 10 ’ 15

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Prc Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr~Ser Ala Ser Ala Ala Tyr
65 70 75 A . 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
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145 150 ) ' 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 ’ 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Vval
225 ' 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 887
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 887 ’ .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 : 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 . 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Fhe
50 55 €0

@ln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 11i¢
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Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 ) 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser‘Asp val Gly Gly Tyr Asn Tyr Val Ser .~
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 - 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> B88B
<211> 254
<212> PRT
<213> Homo sapiens

<400> 888
Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Val Lys Lys Ser Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Asp Tyr
20 25 30

Trp Ile Gly Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Asn Gly Gly Thr Lys Tyr Rla Gln Asn Phe
50 55 60
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Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Val Ser Thr Ala Tyr
65 : 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Glu Arg His Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Thr Gly
100 . 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr His Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys BArg Pro Ser Gly 'Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Phe Arg Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser His .Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 889
<211> 251
<212> PRT
" <2135 Homo sapiens

<400> 889
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser val Thr Val Ser Cys Arg Ala Ser Gly Tyr Asn Phe Ile Thr Tyrx
20 25 30

Gly Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Gly Ser Gly Asm Thr Gly Ser Ser Gln Lys Phe
50 55 60

Asn His Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Thr Thr Ala Tyr
65 70 75 . 80

Met Glu Met Arg Ser Leu Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
- 85 90 25

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110 -

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 . 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu.Met Ile Tyr Glu
180 185 1380

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 . 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210> 890
<211> 251-
<212> PRT
<213> Homo sapiens

<400> 890
Glu Vval Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Met Ala Ser Gly Gly Ser Phe Asn His Ala
20 - 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Tle Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 20 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Glm Ala Val Val
130 135 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr Val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 175

Trp Tyr Glm Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 190

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
195 200 205
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Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr vVal Leu Gly
245 250

<210> 891
<211> 251
<212> PRT
<213> Homo sapiens

<400> 891
Val vVal @Gln Lew Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Lys Val Phe Cys Met Ser Ser Gly Gly Ser Phe Asn His Ala
20 - 25 ' . 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
€5 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg CGly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly
115 ) 120 125

' Sser Gly Gly Gly Cly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Val
130 135 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr Val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
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165 . 170 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 190

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
195 200 ) 205 :

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 ) 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 ’ 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 -

<210> 8352
<211> 249
<212> PRT
<213> Homo sapiens

<400> 892 .
Gln Val His Leu Arg Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 ‘ 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 o5

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trxrp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125
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Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 : 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
- 165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
1985 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 893
<211> 248
<212> PRT
<213> Homo sapiens

<400> 893
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 i5

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 20 95

Ala Arg,Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 .105 110

Agp Tyr Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 . 120 125 )

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 . 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 - 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys BAsn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 894
<21l> 251
<21l2> PRT
<213> Homo sapiens

<400> 894
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 ’ 30
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Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

@Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser-Gly Gly Gly Gly
115 120 . 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val val
130 135 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr Val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 190

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
195 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 ' 230 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
' 245 250

<210> 8385
<211> 248
<212> PRT

1063



WO 02/02641 PCT/US01/19110

<213> Homo sapiens

<400> 895
val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser Ser
1 5 ‘ 10 15

val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr Ala
20 25 30

Phe Asn Trp Val Arg Arg Ala Pro Gly Gln Gly Leu Glu Trp Leu Gly
35 40 45 ’

Ser Ile Val Pro val Phe Asn Thr Lys Thr Phe Ala Arg Lys Phe Gln
50 55 60

Gly Arg val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr Leu
65 70 75 80

@Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala
85 20 95

Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn.Val Trp
100 105 110

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu Leu Thr
130 135 140

@Gln Asp Pro Thr Val Ser Val Ala Leu Gly Gln Thr Val Ser Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Thr Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Leu Leu Val Leu Tyr Gly Asp Asn Lys Arg
180 185 .190

Pro Ser Gly Ile Pro Gly Arg Phe Ser Gly Ser Thr Ser Gly Asn Thr
1985 200 205

Ala Ser Leu Thr Ile Thr Gly aAla Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220
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Tyr Cys Asn Ser Arg Asp Ser Sexr Gly His Gln Trp Leu Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 896
<211> 249
<212> PRT
<213> Homo sapiens

<400> 896
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly val Val Gln Pro Gly Arg
1 5 . 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

A%a Gly Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala His Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 . 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

@ln Lys Pro Gly Gln Ala Pro Val Leu Val Val Tyr Ala Lys Asn Lys
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180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Vval Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 897
<211> 252
<212> PRT
<213> Homo sapiens

<400> 897 ’
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 . 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45 .

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
) 85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Val
130 135 140 '
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Leu
145

Ile

" Trp

Asn

Ser

Glu

225

Val

<210>
<211>
<212>
<213>

<400>

Thr

Ser

Tyr

Ser

Gly

210

Ala

Phe

Gln

Cys

Gln

Gln

195

Thr

Asp

Gly

898
252
PRT
Homo sapiens

898

Glu val Gln

1

ser

Gly

Gly

Gln

65

Leu

val

val

Arg
50

Gly

Glu

Lys

Ser

35

Ile

Arg

val

Pro

Ser

Gln

180

Arg

Ser

Tyr

Gly

Leu

Val

20

Trp

Ile

Val

Arg

Pro

Gly

165

Leu

Pro

Ala

Tyr

Gly
245

val

5

Ser

val

Pro

Thr

Ser
85

Ser

150

Ser

Pro

Sexr

Ser

Cys

230

Thr

Gln

cys

Arg

Ile
70

Leu

Ala
Ser
Gly
G]?y
Leu
215

Ala

Lys

Ser
Gln
Gln
Val

55

Thr

Arg

Ser

Ser

Ala

val

200

Ala

Ala

Leu

Gly
Ala
Ala

40
Gly

Ala

ser

Gly

Asn

Ala

185

Pro

Ile

Arg

Thr

Ala

Ser

25

Pro

Thr

AsSp

Glu
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Thr
Ile
170
Pro
Asp
Ser

Asp

Vval
250

Glu

10
Gly
Gly
Ala

Lys

Asp
90

Pro

155

Gly

Lys

Arg

Gly

Asp

235

Leu

Val

Gly

Gln

Asn

Leu

75

Thr

Gly

Asn

Leu

Phe

Leu

220

Ser

Gly

Lys

Asn

Gly

Tyr

60

Thr

Ala

Gln

Asn

Leu

Ser

205

Arg

Leu

Lys

Phe

Leu

45

Ala

Ser

val

Arg

Tyr

Ile

190

Gly

Ser

Arg

Pro

Asn

30

Glu

Gln

Thr

Tyr

Val

Val

175

Tyr

Ser

Glu

Gly

Gly

15

Ser

Trp

Lys

Val

Tyr
95
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Thr

160

Phe

Arg

Thr

Asp

Pro
240

Ser

Tyr

Met

Phe

Tyr

80

Cys
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Ala Arg Gly Asp Tyr
100

Gln Ile Trp Gly Gln
115

Gly Ser Gly Gly Gly
130

Leu Thr Gln Pro Ser
145

Ile Ser Cys Ser Gly
165

Trp Tyr Gln Gln Leu
180

Asn His Leu Arg Pro
195

Ser Gly Thr Ser Ala
210

Glu Ala Asp Tyr Tyr
225

Val Phe Gly Gly Gly
245

<210> 899
<211> 250
<212> PRT
<213> Homo sapiens

<400> 899
Gln Val Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Gly Val Ser Trp Val
© 35

AsDp

Gly

Gly

Ser

150

Ser

Pro

Ser

Ser

Cys

230

Thr

Ile

Thr

Ser

135

Ala

Thr

Gly

Gly

Leu
215

Ser

Lys

Leu

Met

120

Gly

Ser

Ser

Thr

val

200

Ala

Ala

val

Gln Ser Gly

Cys Gln Ala

Arg Gln Ala

40

Thr

105

val

Gly

Gly

Asn

Ala

185

Pro

Ile

Arg

Thr

Ala

Ser
25

Pro

Gly

Thx

Gly

Thr

Tle
170

Pro-

Asp

Ser

Asp

val
250

Glu
10

Gly

Gly

1068

Tyr

Val

Gly

Pro

155

Gly

Lys

Arg

Gly

Asp

235

Leu

Pro

Ser

Ser

140

Gly

Thr

Leu

Phe

Leu

220

Ser

Gly

Ala

Ser

125

Ala

Gln

Asn

Leu

Ser

205

Gln

Leu

Val Lys Lys

Gly Asn Phe

Gln Gly Leu

45

Glu
110
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Cys Phe

Gly Gly Gly

Gln Ala Val

Arg
Thr
Ile
190
Gly

Ser

Asn

Pro

Asn
30

Glu

Val Thr
160

Val Asn

175

Tyr Ser

Ser Lys

Glu Asp

Gly Vval
240

Gly Ser
15

Ser Tyr

Trp Met
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Gly Arg Ile Ile Pro Asn Val Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Ser Thr val Tyr
65 70 75 80

Leu Glu Val Arg Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Gly Asp Tyr Asp Ile Leu Thr Gly Tyr Pro Ala Glu Cys Phe
100 105 110

Gln Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val
130 135 140

Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Thr
145 150 155 160

Ile Thr Cys Ser Gly Asp Glu Leu Gly Arg Lys Tyr Val Ser Trp Tyr
165 170 175

éln Gln Lys Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Ser
180 185 190

Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Ala Ser Asn Ser Gly
195 200 205

Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Pro Met Asp Glu Ala
210 . 215 220

Asp Tyr Tyr Cys Gln Ala Arg Asp Thr Thr Thr Ala Phe Ser Val Phe
225 230 235 240

Gly Thr Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 900
<211> 248
<212> PRT
<213> Homo sapiens

<400> 900 ' .
His Vval Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1069



WO 02/02641

Ser

Gly

Gly

Gln

65

Met

Ala

Asp

Gly

Gln

145

Cys

Lys

Pro

Ala

Tyr
225

val
Ile
Trp

50
Gly
Glu
Arg
Tyr
Ser
130
Asp
Gln
Pro
Ser

Ser
210

cys

Lys
Ser

35
Ile
Arg

Leu

Met

Trp
115
Gly
Pro
Gly
Gly
Gly
195

Leu

Asn

val

20

Trp

Ser

val

Ser

Glu

100

Gly

Gly

Ala

Asp

Gln

180

Ile

Thr

Sej:

Ser
val
Ala
Thr
Ser

B85
TyY
Gln
GJTY
Val

Ser

165

Ala

Pro

Ile

Arg

Cys
Arg
Tyr
Ile

70
Leu
Asp
Gly
Gly
Ser
150
Leu
Pro
Asp

Thr

Asp
230

Phe

Gln

Asn

55

Thr

Arg

Ile

Thr

Ser

135

val

Arg

val

Arg

Gly

215

Ser

Ala

Ala

40

Gly

Ala

Ser

Leu

Leu

120

Gly

Ala

Ser

Leu

Phe

200

Ala

Ser

10

Ser Gly
25

Pro Gly

Asn Thr

Asp Glu

Glu Asp

90

Thr Gly

105

val Thr

Gly Gly

Leu Gly

Tyr Tyr

170

Val Ile

185

Ser Gly

Gln Ala

Gly Asn
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Tyr

Gln

Asn

Ser

75

Thr

Tyr

val

Gly

Gln

155

Ala

Tyr

Ser

Glu

His
235

Thr

Gly

TyY

60

Thr

‘Ala

Tyr

Ser

Ser

140

Thr

Ser

Gly

Ser

Asp

220

val

Phe

Leu

45

Ala

Ser

val

Gly

Ser

125

Ser

val

Txp

Lys

Ser

205

Glu

Val

Thr

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Glu

Arg

Tyr

Asn

190

Gly

Ala

Phe

15

Sexr

Trp

Lys
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Tyr
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Gly
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Gln

175

Asn

Asn
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Tyxr

Met

Phe

Tyr

80

Cys

Phe

Gly

Thr

Thr

160

Gln

Arg

Thr
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Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 901
<211> 250
<212> PRT
<213> Homo sapilens

<400> 901
His Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Lys Val Ser Cys Lys Ser Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Phe Asn Trp Val Arg Arg Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 ] 40 - 45

@ly Ser Ile val Pro Val Phe Asn Thr Lys Thr Phe Ala Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 - 80

Leu Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
i 85 S0 95

Ala Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn Val
) 100 ' 105 110

Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu Thr
130 135 140

Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser
145 150 155 160

Cys Ser Gly Ser Arg Ser Ser Ile Gly Ser Asn Thr val Asn Trp Tyr
165 170 175

Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly Asp Asp
180 185 190

Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly
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195 200 205

Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gla Ser Glu Asp Glu Ala
210 215 220

Asp Tyr His Cys Ala Ala Trp Asp Asp Ser Leu Ser Gly Tyr Val Phe
225 230 235 240

Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 502
<211> 253
<212> PRT
<213> Homo sapiens

<220>
<221> Site
<222> (199)

<223> Xaa equals any of the naturally occurring L-amino acids

<220>
<221> Site
<222> (203)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 202
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Asn Phe Asn Ser Tyr
20 ' 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Asn Val Gly Thr Thr Asn Tyr Ala Gln Lys Phe
50 - 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Ser Thr val Tyr
65 70 75 80

Leu Glu Val Arg Arg Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Gly Asp Tyr Asp Ile Leu Thr Gly Tyr Pro Ala Glu Cys Phe
100 105 110
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Gln Ile Trp Gly Lys Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val
130 135 140

Leu Thr Gln Pro Ser Ser Ala Ser Gly Thr Pro Gly Glan Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Thr Ser Ser Asn Ile Gly Gly Asn Ser Val Ser
165 170 175

Trp Tyr Gln His Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser
180 185 190 :

Asn Asn Arg Arg Pro Ser Xaa Val Pro Asp Xaa Phe Ser Gly Ser Lys
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Gly Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu Asn Gly Arg
225 230 235 240

Val val Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 903
<211> 251
<212> PRT
<213> Homo sapiens

<400> 903 .
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser vVal Lys Val Ser Cys Arg Ala Tyr Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 . 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr Met
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65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 920 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Val
130 135 ) 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 150

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
195 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 ) 215" 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 . 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 904
<211> 251
<212> PRT
<213> Homo sapiens

<400> 904
Glu Val Gln Leu Val @Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

N
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Ala Phe Asn Trp Val Arg Arg Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Ser Ile Val Pro Val Phe Asn Thr Lys Thr Phe Ala Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Leu Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn Val
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly @Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu Thr
130 . 135 140 -

Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Ile Ser
145 150 155 160

Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val His Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly Asn
18O 185 190

Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Sexr Lys Ser
195 200 205

Gly Thr Ser Ala Sexr Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp TYr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Vval
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 905
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<211> 254
<212> PRT
<213> Homo sapiens

<400> 905
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 : 25 30

Asp Ile Asn Trp Val Arg Gln Ala Thr Gly Gln Gly Leu Glu Trp Met
35 ’ 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys FPhe
50 55 60

Glu Gly Arg Val Ile Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
11% 120 125

Gly Gly Gly Ser Gly Gly Gly CGly Ser Gly Gly Gly Gly Ser Ala Leu
130 135 140

Glu Ile Val Met Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
145 150 155 160

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Arg Ser Asn
165 170 175

Tyr Leu Ala Trp Tyr Gln Gln Lys Ser Gly Gln Ala Pro Arg Leu Leu
180 185 190

Ile Tyr Asp Val Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
210 215 220 '
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Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Glu Tyr Gly Phe Ser Leu
225 . 230 235 240

Pro Asn Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys Arg
245 250

<210> 906
<211> 255
<212> PRT
<213> Homo sapiens

<400> 906
Glu Val Gln Leu Val Gln Ser Gly Ala Asp Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Asm Phe Met Asn Tyr
20 25 30

‘Asp Ile Asn Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Lys Ser Gly Lys Thr Asp Sexr Ala Glu Lys Phe
50 55 60

Glu Gly Arg Val Thr Met Thr Thr Asp Thr Ser Arg Asp Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Phe Cys
85 90 95

Ala Arg Gly Ser Gly Tyr Asp Leu Leu Thr Gly Tyr Phe Thr Gly Ser
100 ‘105 110

Pro Leu Asp Tyr Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 ' 140 - .

Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln -Ser
145 150 155 - 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Ala Asn Asn
165 170 175
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Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Phe Asp Val Tyr Thr Arg Pro Ser Gly Val Ala Ser Arg Phe Ser
195 200 205

Gly Ser Lys Ser Ala Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ser Thr Asn Thr
225 230 235 240

Met Ser His Val Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 907
<211l> 256
<212> PRT
<213> Homo sapiens

<400> 907
Glu Val Gln Leu Val Glu Thr Gly Gly Gly Val Val Gln Pro Gly Gly
1 5 10 ' 15

Ser Leu Arg Leu Ser Cys Val Gly Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Txp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Met'
35 40 45

Ala Val Ile Ser Ser Asp Gly Thr Lys Arg Tyr Tyr Ala Asp Ser Val
50 55 60

Gln Gly Arg Leu Thr Ile Ser Arg Asp Asn Phe Val Lys Thr Leu Ser
65 70 75 80

Leu Glu Met His Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cyé .
85 S0 95

Ala Lys Asp Arg Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Phe
100 105 110

His His Gly Val Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser
115 120 125
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Arg
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Arg Gln Tyr Pro Gly Glu Ala Pro Lys
: 180 185 190

Leu Met Ile Tyr Gly Val Ile Asn Arg Pro Ser Gly Val Ser Ser Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Phe Cys Ser Ser Tyr Ala Gly
225 . 230 235 2490

Arg Ser Thr Tyr Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly
245 250 255

<210> 2908
<211> 251
<212> PRT
<213> Homo sapiens

<400> 908
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Pro Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 . 55 : 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
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85 90 85

Ala Arg BAsp Ala Gln Ser Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Ser
100 105 110

Tyxr Ala Phe Asp Ile Trp Gly Arg Gly Thr Thr Val Thr val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser
130 135 140

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp
: 165 170 175

Phe Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys
180 185 190

Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 215 ’ 220

Ala Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu
225 230 235 240

phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

«210> 909
<211> 253
<212 PRT
<213> Homo sapiens

<400> 909
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Pro Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Thr Arg Tyr
20 . 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly A

Gln G
65

Met G
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225

195
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<210>
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910
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Ile
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<213> Homo sapiens
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<400> 510
val Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Arg Ser Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Glmn Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met TyTr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 ' 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 . 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Val
130 135 140

‘Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly-Gly Thr Val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 . 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 180

Thr Lys Ile Arg Ser Ser Gly val Pro Asp Ary Phe Ser Gly Ser Ile
195 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg val
225 230 235 240
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Phe GQly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 911
<211> 249
<212> PRT
<213> Homo sapiens

© <400> 911 .
Asp Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 : 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Vval Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala .Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125 .

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pre Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile
145 150 155 . 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 120
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Vval Phe Gly
225 - 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
. 245

<210> 912
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 912
Lys Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1 5 . 10 ) 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Leu Ile Trp Tyr Asp Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 &0

Lys Gly BArg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Asp Leu Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ' 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140
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Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
185 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Ser Thr His Arg Gly Val Phe Gly
225 : 230 235 247

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 913
<211l> 248
<212> PRT
<213> Homo sapiens

<400> 913
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

'

Ser Leu Arg Leu Ser Cys Ala Ala Phe Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ser Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

Ser Ser Ile Ser Asn Arg Gly Ser Tyr Ile Tyr Tyr Ala Asp Ser Val
50 55 : 60 ’

Lys ‘Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Gly Arg Asp Ile Leu Thr Gly Val Tyr Tyr Tyr Gly Leu
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100 105 ‘ 110

Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 ‘ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 - 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175 '

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Vval Phe Gly Gly
225 230 235 240 '

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 914
<211> 248
<212> PRT
<213> Homo sapiens

<400> 914
Asp Val Gln Leu Val Glu Ser Gly Gly Gly Val Vval Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Asn Sexr Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Gln Trp Val
35 40 45 ‘

Ala Val Ile Ser Tyr Asp Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60 ’
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Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 i 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Asp Leu Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser CGly Gly Gly
115 120 125

@Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 150

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Gly Ser Ser-Gly Agn His Val Val Phe Gly Gly
225 230 \ 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 915
<211> 247
<212> PRT
<213> Homo sapiens

<400> 915
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly

1 5 10 15

1087



WO 02/02641

Ser
Tyr
Ser
Gly
Gln
Arg
Arg
Gly
Ser
145
Thr
His
Pro
Ala
TYy™®

225

Thr

Leu
Met
val

50
Arg
Met
Thr
Gly
ély
130
Val
Ser
Pro

Ser

Ser
210

Cys.

Lys

Arg

Ser

35

Val

Phe

Asn

Tyr

Thr

115

Ser

Ser

Ser

Gly

Gly

195

Leu

Ser

Leu

Leu

20

Trp

Tyr

Thr

Ser

Tyr

100

Leu

Gly

Gly

Asp

Lys

180

Val

Thr

Ser

Thr

Ser

Val

Ala

Ile

Leu

85

Asp

val

Gly

Ser

Val

165

Ala

Ser

Ile

Tyr

val

245

Cys

Arg

Asp

Ser

70

Arg

Ile

Thr

Gly

Pro

150

Gly

Pro

Asn

Ser

Thr

230

Leu

Ala

Gln

Gly

55

Arg

Ala

Leu

val

Gly

135

Gly

Gly

Lys

Arg

Gly

215

Thr

Gly

Ala

Ala

40

Arg

Asp

Glu

Thr

Ser

120

Ser

Gln

Tyx

Leu

Phe

200

Leu

Lys-

Sexr

25
Pro
Thr
Asn
Asp
Gly
105
Ser
Gln
Ser
Asn
Met
185
Ser

Gln

Ser

Gly

Gly

Tyxr

Ser

Thxr

90

Arg

Gly

Ser

Ile

Tyr

170

Ile

Gly

Ala

Thr

1088

Phe

Lys

Tyt

Arg

75

Ala

Phe

Gly

val

Thr

155

Val

Tyr

Ser

Glu

Arg
235

Thr
Gly
Ala

60
Asn
val
Phe
Gly
Leu
140
Ile
Ser
Glu
Lys
Asp

220

Val

Val

Leu

45

Asp

Thr

Tyr

Asp

Gly

125

Thr

Ser

Trp

Gly

Ser

30

Glu

Ser

Leu

Tyr

Ile

110

Ser

Gln

Cys

Tyr

Ser

190

Ser
205

Glu

Phe

Gly

Ala

Gly

Ser

Trp

Val

Tyr

Cys

95

Trp

Gly

Pro

Thr

Gln

175

Lys

Asn

Asp

Gly

PCT/US01/19110

Asn

val

Lys

Leu

80

Ala

Gly

Gly

Ala

Gly

160

Gln

Thr

Tyr

Gly
240



WO 02/02641 PCT/US01/19110

<210> 916
<211l> 248
<212> PRT
<213> Homo sapiens

<400> 916
Asp Val Gln Leu Val Glu Ser Gly Gly Gly Val val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Asn Ser Tyr
20 25 . 30

Ala Met Hig Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Gln Trp val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60 ’

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Agp Leu Trp Gly Arg Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly ser Cly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140 )

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 ’ 170 : 175

Lys Pro Gly Glmn Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 © 185 ' 190

Pro Ser Gly Ile Prc Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 : 200 205
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Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 218 220

Lys Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 . 230 235 - 240

Gly Thr Lys Leu Thr val Leu Gly
245

<210> 917
<211> 251
<21l2> PRT
<213> Homo sapiens

<400> 917
Val Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Phe Cys Ala Val Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Thr Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val
35 - - 40 45

Ala Thr Ile Ser Asp Ser Ala Asp Arg Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Phe Arg Asp Asn Ser Arg Asn Met Leu Tyr
65 70 75 : 80"

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Asp Leu Arg Tyr Asp Ile Leu Thr Gly Tyr His Asp Ala Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thxr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

- @ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 : . 140

Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln Ser Val Thr Ile
145 150 155 ' 160
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Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Phe Met Ile Tyr Asp
180 185 190

val Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Val Gln Ala Glu Asp
210 ' 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Ser Ala Ser Thr Val Ile
225 _ 230 235 240

Phe Giy Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 918
<211> 249
<212> PRT
<213> Homo sapiens

<400> 918
Gln val Glao Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 " 15

Ser Val Lys Val Ser Cys Lys Val Thr Gly Tyr Thr Phe Arg Thr Ser
20 25 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 -4Q 45 ’

Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Asn Tyr Aia Gln Lys Phe
50 - 55 60 .

@ln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Vval Tyr
65 70 A 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Gly Ala Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Pro Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly

1091



WO 02/02641 : PCT/US01/19110
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln
130 135 140

Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly Asp Arg Val
145 150 155 160

Thr Ile Thr Cys Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Lys Ala
180 185 . 150

Ser Ser Leu Ala Ser Gly Ala Pro Ser Arg Phe Ser Gly Ser Gly Ser
195 200 205

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Asp Asp Phe
210 . 215 - 220

Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Asn Tyr Pro Leu Thr Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 3819
<211> 249
<212> PRT
<213> Homo sapiens

<400> 9139
Gln Val Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ser
o1 5 10 15

Ser Val Lys Val Ser Cys Lys Val Ser Gly Gly Thr Phe Ser Ser Tyx
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Asn Ser Gly Asn Thr Gly Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asn Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Thr Tyr Tyr Asp Ile Leu Thr Gly Tyr Phe His Tyr Gly
100 105 110

Met Asp Val Trp Gly Glin Gly Thr Thr Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Val Val
130 135 140

Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly Asp Arg Val
145 150 155 160

Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr Leu Ala Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Tle Tyr Lys Ala
180 185 150

Ser Ser Leu Ala Ser Gly Ala Pro Ser Arg Phe Ser Gly Ser Gly Ser
185 200 205

Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Asp Asp Phe
210 215 220

Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Asn Tyr Pro Leu Thr Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Glu Ile Lys Arg
i 245

<210> 920
<211> 248
<212> PRT
<213> Homo gapiens

<400> 920
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Asn Phe Gly Asp Tyr
20 25 30
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Ala Met Gly Trp Val Arg Gln Val Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Ala Thr Ser Tyr Asn Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Val Ser Aryg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Agp Leu Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala.Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 ‘150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile~ Tyr Gly Lys Asn Asn Arg
180 185 ) 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 . 215 220

Tyr Cys Asn Sexr Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 921
<211> 248
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<212> PRT
<213> Homo sapiens

<400> 921 .
Gln val Gln Leu Val Gln Ser Gly Gly Gly Val val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Vval
50 55 60 -

Lys Gly ‘Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 ‘75 80

Leu Gln Met ‘Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln His Asp Ile Leu Thr Gly Val Tyr Tyxr Gly Met Asp
100 105 110

Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 128

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 © 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Gly Leu Arg Asn Tyr Tyr .Ala Asn Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
, 180 ' 185 . 190

Asn Arg Pro Ser Gly Ile Pro Asp Axrg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Arg Ala Glu Asp Glu Gly
210 215 220
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Val Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ala Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 922
<211> 251
<212> PRT
<213> Homo sapiens

<400> 922 ’ .
¢ln val Gln Leu Val Gln Ser Gly Gly Gly Val Vel Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asn Phe Asn Asp Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Trp Asn Ser Gly Thr Ile Gly Tyr Ala Glu Ser Val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Ser
65 : 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 _ 90 95

Ala Arg Val Ser Pro Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Leu Pro
100 105 110

His Ala Phe Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Gly Gly Gly Gly Ser Asp
130 135 140

Tle Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly Asp
145 150 155 160

Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Gly Ile Tyr His Trp Leu
' 165 170 175
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Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr
180 185 190

Lys Ala Ser Ser Leu Ala Ser Gly Ala Pro Ser Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro-Asp
210 215 220

Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Asn Tyr Pro Leu Thr
225 230 235 240

Phe @ly Gly Gly Thr Lys Leu Glu Ile Lys Arg
245 - 250

<210> 923
<211l> 247
<212> PRT
<213> Homo sapiens

<400>"' 923
Gln val Gln Leu Val Gln Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly

1 5 . 10 15

Ser Leu Arg Leu Phe Cys Ala Ala Ser Gly Phe Thr Val Ser Ser Asn
20 25 30

Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 : 40 45

Ser Val Vval Tyr Ala Asp Gly Arg Thr Tyr Tyr Ala Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Arg Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 . 20 95 .

Arg Thr Tyr Tyr Asp Ile Leu Thr Gly Arg Phe Phe Asp Ile Trp Gly
100 105 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

@ly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
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130 135 140

Ser Val Ser Gly Sexr Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 . 185 190

Pro Ser Gly val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Lys Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 924
<211> 247
<212> PRT
<213> Homo sapiens

<400> 924
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Sexr Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 - 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 S5
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Ala Arg Pro Ser Tyr Asp Ile Leu Thr Gly Tyr Leu Tyr Tyr Phe Asp
100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 ’ 135 140

Asp Pro Ala Val ser val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser TYr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Pro Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr @Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly
225 230 ) 235 240

Thr Lys Leu Thr val Leu Gly
245

<210> 925
<211> 251
<212> PRT
<213> Homo.sapiens

<400> 925
Glu Vval Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 : 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 ' 25 30

Ala Met Thr Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val
35 40 45 .
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Ala Thr Ile Ser Asp Ser Ala Asp Arg Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Phe Arg Asp Asn Ser Arg Asn Met Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Leu Arg Tyr Asp Ile Leu Thr Gly Tyr His Asp Ala Phe
. 100 105 110

Asp Ile Tr§ Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 125.

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Ala Ser @ly Ser Pro Gly Gln Ser Val Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Phe Met Ile Tyr Asp
' 180 185 190

Val Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Val Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Ser Ala Ser Thr Val Ile
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 926
<211> 249
<212> PRT
<213> Homo sapiens

<400> 926
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1
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Gly
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65

Met

Ala
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145

Thr
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Ser

Gly
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225

Val

val

Ile
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50

Gly

Glu

Arg
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Gly

130

Thr

Ile

Gln

Ser

Thr

210

Thr

Gln

Lys

Thr

35

Ile

Arg

Leu

Gly

Val

115

Ser

Gln

Thx

Gln

Leu

195

Asp

Tyr

Leu
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20

Trp

Asn

vVal

Ser

Ala

100

Trp

Gly

Ser

Cys

Lys

180

Ala

Phe

Tyr

Val
Ser
Val
Pro
Thr
Ser

85
Tyr
Gly
Gly
Pro
Arg
165
Pro
Ser

Thr

Cys

Gln

Cys

Arg

Ser

Met

70

Leu

yr

Gln

Gly

Ser

150

Ala

Gly

Gly

Leu

Gln
230

Ser

Lys

Gln

Gly

55

Thr

Arg

Asp

Gly

Gly

135

Thr

Ser

Lys

Ala

Thr

215

Gln

Gly

Ala

Ala

4Q

Gly

Arg

Ser

Ile

Thr

120

Ser

Leu

Glu

Ala

Pro

200

Ile

Tyr

Ala

Thr

25

Pro

Ser

Asp

Glu

Leu

105

Leu

Gly

Ser

Gly

Pro

185

Ser

Ser

Ser

Glu

10

Gly

Gly

Thr

Thr

Asp

Thr

val

Gly

Ala

Ile

170

Lys

Arg

Ser

Asn

1101

Val

Tyr

Gln

Asn

Ser

75

Thr

Gly

Thr

Gly

Ser

155

Leu

Phe

Leu

Tyr
235

Lys

Thr

Gly

Tyr

€0

Thr

Ala

Tyxr

val

Gly

140

Ile

His

Leu

Ser

Gln

220

Pro

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Ser

125

Ser

Gly

Trp

Ile

Gly

205

Pro

Leu

Pro
Arg

30
Glu
Gln
Thr
Tyr
Pro
110
Ser
AsSp
Asp
Leu
Tyr
190
Ser

Asp

Thr
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Gly Ser
15

Thr Ser
Trp Met
Lys Phe
val Tyr

80

Tyr Cys
95

Tyr Gly
Gly Gly
Ile an
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160
Ala Txp
175
Lys Ala
Gly Ser
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Gly Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 927
<211> 247
212> PRT
<213> Homo sapilens

<400> 927
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln .Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Asn Ser Gly Asn Thr Gly Tyr Ala Gln Lys Phe
50 S5 60

Gln Gly Arg Val Thr Met Thr Arg Asn Thr Ser Thr Ser Thr Ala.Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gln Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Trp Phe Asp
100 105 110

Pro Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 ' 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Val Rla Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 ) 190
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Ser Gly Ile

Ser

Cys
225

Thr

<210>
<21l>
<212>
<213>

<400>

Leu
210

Asn

Lys

195

Thr

Ser

Leu

928
246
PRT
Homo sapiens

228

Gln Val Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Trp

Gly

Pro

val

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Ala

Arg

Asn

35

Ile

Arg

Leu

Ser

Arg

115

Gly

val

Pro Asp

Ile

Gln

Thr

Leu

val

20

Trp

Ile

val

Ser

Arg

100

Gly

Gly

Ser

Thr

Asp

val
245

Gln
5
Ser
val
Pro
Ala
Ser
85
Asp
Thr

Ser

Val

Arg

Gly

Ser

230

Leu

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Met

Gly

Ala

Phe
Ala
215

Ser

Gly

Ser
Lys
Gln
Phe

55
Thr
Arg
Leu
val
Gly
135

Leu

Ser
200

Gln

Gly

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Thr

120

Gly

Gly

Gly

Ala

Asn

Ala

Ser,

25

Pro

Thr

Asp

Glu

Phe

105

Val

Gly

Gln

Ser

Glu

His

Glu

10
Gly
Gly
Ala
Glu
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90
Pro
Ser

Ser

Thr

1103

Ser

Val
235

Val

Gly

Gln

Lys

Ser

75

Thr

His

Ser

Ser

Val

Ser

Glu

220

Val

Lys

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Gly

Glu

140

Arg

Gly
205

Ala

Phe

Lys
Phe
Leu

45
sSer
Ser
val
Gly
cly
125

Leu

Ile

PCT/US01/19110

Asn Thr Ala

Asp Tyr Tyr.

Gly Gly Gly

Pro

Asn

30

Glu

Gln

Thr

Tyr

Met

110

Gly

Thr

Thr

Gly

15
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Trp
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95
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240
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Phe

Ser

80
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145 150 155 160

Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro
165 170 175

Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser
180 185 190

Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser
195 200 205

: Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

Asn Ser Arg Asp Ser Ser Gly Asn His Ala Val Phe Gly Gly Gly Thr
225 230 235 240

Lys Leu Thr Val Leu Gly
245 '

<210> 929
<211> 253
<212> PRT
<213> Homo sapiens

<400> 929 .
@ln Met Gln Leu Val Glu Ser Ala Ala Val Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Arg Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Leu Thr Arg Lys Val Asn Tyr Ala Gln Lys Phe
50 55 €0

Gln Gly Arg Ile Thr Leu Thr Ala Asp Glu Leu Thr Arg Vval Thr Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 ‘ 95

Ala Arg Gly Gly Tyr Ser Ser Gly Trp Leu Arg Gly Gly Pro Tyr Asn
100 . 105 110 '

1104
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<210> 930
<211> 251
<212> PRT
<213> Homo sapiens

<400> 930
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1
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Lys Val
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Tyr Val
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240
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Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Pro Leu Arg
100 ) 105 110

Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 . : 125

Gly Ser Gly Gly Gly Gly Ser CGly Gly CGly Gly Ser Gln Sexr Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Thr Arg Ser Thr Arg Val
225 230 235 . 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 931
<211> 253
<212> PRT
<213> Homo sapiens

f

<400> 931
Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15
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Ser Leu Arg Leu Ser Cys Lys Thr Ser Gly Phe Ser Phe Gly Asp His
20 25 30

Ala Met Gly Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Tyr Ile Arg Ser Lys Ala Tyr Gly Gly Thr Thr Glu Ser Ala Ala
50 55 60

Ser Val Lys Gly Arg Phe Ser Ile Ser Arg Asp Asp Ser Lys Ser Ile
65 70 75 80

Ala Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Vval Tyr
85 ) 90 95

Tyr Cys Ser Arg Asn Leu Phe Asp Val Trp Thr Leu Pro Tyr Tyr Tyr
' 100 105 110

Tyr Met Asp Val Trp Gly Arg Gly Thr Thr Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
© 165 170 175 -

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Aryg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220 :

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250.
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<210> 932
<211> 250
<212> PRT
<213> Homo sapiens

<400> 932
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Glu Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 . 30

“Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 . 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala BAsp Tyr Asp Ile Leu Thr Gly Tyr Ser Pro Leu Thr Tyr
100 1058 110

Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Sexr Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile
130 135 140

@ln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly Asp Arg
145 150 155 160

Val Thr Ile Thr Cys Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Lys
180 185 190

Ala Ser Ser Leu Ala Ser Gly Ala Pro Ser Arg Phe Ser Gly Ser Gly
195 200 205
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Ser Gly Thr Asp
210

Phe Ala Thr Tyr
225

Gly Gly Gly Thr

<210> 933
<211> 250
<212> PRT

Phe

Tyr

Lys
245

<213> Homo sapiens

<400> 933
Gln Val Gln Leu
1

Ser Leu Arg Leu
20

Tyr Met Asn Trp
35

Gly Arg Ile Lys
50

Pro Val Lys Gly
65

Leu Tyr Leu Gln

Tyr Cys Thr Thr

100

Tyr Trp Gly Giln
115

Ser Gly Gly Gly
130

Gln Pro Ala Ser
145

Cys Ile Gly Thr

val

5

Ser

Val

Ser

Arg

Met

85

Met

Gly

Gly

val

Ser

Thr

Cys

230

Leu

Gln

Cys

Arg

Lys

Phe

70

Asn

TYyT

Thr

Ser

Ser

150

Ser

Leu
215

Gln

Glu

ser
Ala
Gln
Thr

55
Thr
Ser
Ty
Met
Gly
135

Gly

Asp

PCT/US01/19110

Thr Ile Ser Ser Leu Gln Pro Asp Asp

220

Gln Tyr Ser Asn Tyr Pro Leu Thr Phe

Ile

Gly
Ala
Ala

40
Asp
Ile
Leu
Asp
val
120
Gly
Ser

val

Lys

Gly

Ser

25

Pro

Gly

Ser

Lys

Ile

105

Thr

Gly

Pro

Gly

Arg
250

Gly

io0

Glu

Gly

Gly

Arg

Thr

90

Leu

val

Gly

Gly

Gly

1109

235

Leu
Phe
Lys
Thr
Asp

75
Glu
Thr
Ser
Ser
Gln

155

TyTr

val

Thr

Gly

Thr

60

Asp

Asp

Gly

Ser

Gln

140

Ser

Asn

Gln

val

Leu

45

Asp

Ser

Thr

His

Gly

125

Ser

Ile

Tyr

Pro

Asn

30

Glu

Tyr

Lys

Ala

Asn

110

Gly

val

Thr

val

Gly

15
Asn
Trp
Ala
Asn
val

95
Phe
Gly
Leu
Ile

Ser

240

Gly
Asn
val
Ala
Thr

80
Tyr
Asp
Gly
Thr
Ser

160

Trp
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165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 934
<211> 253
<212> PRT
<213> Homo sapiens

<400> 934
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asp Ser
20 25 30

Ser Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ser Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60 -

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 i 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 a0 95

Ala Arg Val Ser Arg Asp Ile Leu Thr Gly Asn Tyr Tyr Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 : 125
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Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Val
130 135 140

Leu Thr Gln Pro Pro Ser Val Ser Gly Thr Pro Gly Glan Arg val Thr
145 150 155 160

Ile Ser Cys Ser Gly Gly Arg Ser Asn Ile Gly Sexr Asn Thr Val Lys
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly
180 185 190

Asn Asp Gln Arg Pro Ser Gly vVal Pro Asp Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Val Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Afg Gly Ser
225 230 235 240

Arg Val Phe Gly Thr Gly Thr Lys Val Thr val Leu Gly
245 250

<210> 935
<211l> 253
<212> PRT
<213> Homo sapiens

<400> 935
Gln Met Gln Leu Val Glu Ser Ala Ala Val Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Arg Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Leu Thr Arg Lys Val Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Ile Thr Leu Thr Ala Asp Glu Leu Thr Arg Val Thr Tyr
65 70 75 ' 80
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Met Glu Leu Arg Ser -Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly Tyr Ser Ser Gly Txp Leu Arg Gly Gly Pro Tyr Asn
100 105 110

Trp Phe Asp Pro Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val
145 150 155 ] 160

Thr Tle Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser -
195 200 - 205

Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu Gln Ser Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu
225 230 235 240

Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250Q

<210> 936
<211> 253
<212> PRT
<213> Homo sapiens

<400> 936
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Gly Asp Tyr
20 25 30
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Ala Met Ser Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Phe Ile Arg Ser Lys Ala Tyr Gly Gly Thr Thr Glu Tyr Ala Ala
50 55 ' 60

Ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Ser Ile
65 . 70 75 B8O

Ala Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
: 85 90 S5

Tyr Cys Thr Arg Ala Gly Gly Tyr Tyr Asp Ile Leu Thr Gly Arg Asp
100 105 110

Tyr’Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Vval
115 _ 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135, 140 :

Ser Asp Val val Met Thr Gln Ser Pro Ser Phe Leu Ser Ala Phe Val
145 " 150 . 155 160

Gly Asp Thr Ile Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Tyr Asn
165 170 175

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu
180 185 190

Ile Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser
195 200 205

Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln
210 215 220 -

Pro Glu Asp Phe Gly Thr Tyr Tyr Cys Gln Gln Leu Ile Ser Tyr Pro
225 230 235 : 240

Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
245 250

<210> 937
<211> 239
<212> PRT
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<213> Homo sapiens

<400> 937
Glu Val Gln Leu Val Glu Ser Gly Gly ¢ly Val Vval Arg Pro Gly Gly
1 5 10 ' 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30

Gly Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 ' 45

Ser Gly Ile Asn Trp Asn Gly Gly Ser Thr Gly Tyr Ala Asp Ser Val
50 58 560

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 i 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Arg Arg Tyr Ala Leu Asp Tyr Trp Gly Gln Gly Thr Leu Val
100 105 110

Thr Val Ser Arg Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Ser Glu Leu Thr Gln-Asp Pro Ala Val Ser Val Ala Leu
130 135 140

Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr
145 150 155 160

Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val
165 170 175

Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
180 185 ‘190

Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile-Thr Gly Ala Gln
195 ’ 200 . 205

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly
210 215 220
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Asn His Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
225 ' 230 235

<210> 938
<211l> 253
<212> PRT
<213> Homo sapiens

<400> 938
@ln val Asn Leu Arg Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 ' 5 10. 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ile Thr Phe Ser Ser Asp
20 25 30 :

Asp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 . 40 45

Ser Ala Tle Gly Arg Ser Arg Ser Thr Tyr Tyr Ala Asp Ser Val Lys
50 55 6C

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 . 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 20 g5

Arg Asp Arg Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Thr Pro Pro
100 105 110

His Tyr Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val
’ 115 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 . 140

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
145 150 155 160

Thr Val Arg Ile ThrAGysAGln Gly'Asp Ser Leu Arg Ser Tyr Tyr Ala
165 170 175

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
180 185 190

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
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195 200 205

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
210 215 . 220

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His
225 230 235 - 240

Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 939
<211> 253
<212> PRT
<213> Homo sapiens

<400> 939
Gln Met Gln Leu Val Glu Ser Ala Ala Val Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Sexr Gly Arg Ser Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Leu Thr Arg Lys Val Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Ile Thr Leu Thr Ala Asp Glu Leu Thr Arg Val Thr Tyr
65 70 ’ 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

nla Arg Gly Gly Tyr Ser Ser Gly Trp Leu Arg Gly Gly Pro Tyr Asn
100 105 110

Trp Phe Asp Pro Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140 :

Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val
145 150 155 160
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Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly BAsn Ser Ala Sexr Leu Asp Ile Ser Gly Leu Gln Ser Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu
225 230 235 240

Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 940
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 940
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 ' 5 ' 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 \ 75 . 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110
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Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 » A 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Ile Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 941
<211> 249
<212> PRT
<213> Homo sapiens

<400> 941
Glu Val Gln Leu Val Gln Ser Gly Gly Vval Val Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr '
20 25 . 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Leu Ile Ser Trp Asp Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60
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Lys Gly Arg Phe Thr val Ser Arg Asp Asn Ser Lys Lys Thr Leu Tyr
65 70 ’ 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Gly Gly Gly Gly Ser
115 ° 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln-
130 135 140

Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys
1453 150 155 160

Thr Gly Thr Ser Sexr Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr
165 170 ' 175

Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser
180 185 190

Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu 'Asp Glu Ala
210 215 220 ’

Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly
225 230 . 235 . 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> %542
<211> 250
<212> PRT
<213> Homo sapiens

<400> 942 )
Gln Val @Gln Leu Gln Gln Ser Arg Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyrxr
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20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Val Asn Met Ala Asn Tyr Ala Gln Lys Phe
50 55 60 -

Gln Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Gly Thr Ala Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
. 85 90 95

Ala Arg Glu Asn Tyr Asp Phe Leu Thr Gly Tyr Tyr Gly Ala Phe Asp
100 105 110

Ile Trp Gly Lys Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly
115 - 120 125 -

Ser Gly Gly Gly Gly Ser Giy Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Rla Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 ) 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 . 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Asn Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210> 943
<211> 251
<212> PRT
<213> Homo sapiens

<400> 943
Glu val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Gly Asm Ala
20 25 30

Trp Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
. 35 40 45

Ala Arg Ile Lys Ser Lys Thr Ser Asp Gly Thr Thr Asp Tyr Ala Ala
50 55 60

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln Met Ser Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 90 95

Tyr Cys Thr Thr Gly Ile Tyr Asp Ile Leu Thr Gly Tyr His Trp Asp
100 105 110

Gly Ala Phe Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Gly Gly Gly CGly Ser Ser
130 135 140

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 150 1558 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Vval Ile Tyr Gly Lys
180 185 190

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Rsn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
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210 215 , 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Leu
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 944
<211> 251
<212> PRT
<213> Homo sapiens

<400> 944
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Glu Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser aAla Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 g0 85

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 ) 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175
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Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 1590

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu CGly
245 250

<210> 945
<211> 251
<212> PRT
<213> Homo sapiens

<400> 945
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Thr Val Ser Cys Lys Thr Ser Gly Tyr Thr Phe Lys Asp Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly val Ile Asn Pro Asn Gly Ile Ser Thr Asn Tyr Ala Gln Lys FPhe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Met Ser Thr Ser Thr Val Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Phe Tyr Cys
85 S0 . 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 , 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
.115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser. Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Tyr Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 . 230 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
. 245 250

<210> 946
<211> 249
<212> PRT
<213> Homo sapiemns

<400> 946
Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Met Lys Pro Ser Glu
1 5 10 15

Thr Leu Thr Leu Thr Cys Ala Gly Tyr Gly Gly Tyr Phe Ser Thr Tyr
20 25 30

Tyr Trp Ser Trp Met Arg Gln Thr Pro Gly Lys Gly Leu Glu Cys Met
35 40 45

Gly Glu Ile Asn His Ser Glu Ser Thr Asn Tyr Tyr Pro Ser Leu Met
50 55 60

Ser Gly Val Thr Ile Leu Leu Asp Thr Ser Asnm Asn Gln Ile Ser Leu
65 70 75 80
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Lys Leu Ser Ser Val Thr Asp Ala Tyr Thr Gly Ala Tyr Tyr Cys Ala
85 S0 o5

Thr Ile Arg Leu Tyr Cys Tyr Ser Leu Thr Gly Tyr Tyr Pro Tyr Gly
. 100 105 110

Met Asp Asp Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 . 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Val Tyr Gly Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys His Tyr Gln Asp Ser Ser Gly Asn His Val Leu Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 947
<211> 250
<212> PRT
<213> Homo sapiens

<400> 947 '
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Gly Thr Phe Asn Thr Ser
20 25 30

Ala Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe

Gln Gly Arg vVal Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 . ~ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr aAla Val Tyr Tyr Cys
85 90 S5

Ala Thr Thr Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Gln Gly Val Agp
100 105 : . 110

Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 ‘ 135 140

Gln Pro Ala Ser vVal Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 . 190

Ser Lys Arg Pro Ser Gly Val Sexr Asn Arg Phe Ser Gly Ser Lys Ser
195 200 - 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Vval Phe
225 230 235 ] 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 948
<211> 247
<212> PRT
<213> Homo sapiens

1126
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k<220>

<221>
<222>
<223>

<400>

Site
(227)
Xaa equals any of

948

Gln Val Gln Leu Val Gln

1

Ser

Gly

Gly

Gln

65

Met

Ala

Pro

Ser

Asp

145

Gln

Pro

Ser

Val

Ile

Trp

50

Gly

Glu

Arg

Trp

CGly

130

Pro

Gly

Gly

Gly

Lys
Ser

35
Met
Arg
Leu
Gly
Gly
115
Gly
Ala
Asp

Gln

Val
195

val

20

Trp

Asn

vVal

Ser

Gln

100

Lys

Gly

Val

Ser

Ala
180

Pro

5

Ser
Val
Pro
Thr
Serxr

85
Tyr
Gly
Gly
Ser
Leu
165

Pro

Asp

Cys

Arg

Asn

Met

70

Leu

Tyr

Thr

Ser

vVal

150

Arg

Val

Arg

the

Ser

Lys

Gln

Ser

55

Thr

Arg

Asp

Leu

Gly

135

Ala

Ser

Leu

Phe

naturally occurring

Gly

Ala

Ala

40

Gly

Arg

Ser

"Ile

Val
120
Gly
Leu
Tyr

Val

Ser
200

Ala

Ser

25

Pro

Asn

Asn

Glu

Leu
105

Thr

Gly-

Gly

Tyx

Ile
185

Gly

Glu

10

Gly

Gly

Thr

Thr

AsSp

90

Thx

Val

Gly

Gln

Ala

170

Tyr

Ser

1127

Val

Tyx

Gln

Gly

Ser

75

Thr

Gly

Ser

Ser

Thr

155

Ser

Gly

Ser

Lys

Thr

Gly

Tyr
60

Thr -

Ala

Tyr

Ser

" 125.

Ser
140

Val

Trp

Lys

Ser

L-amino

Lys

Phe

Leu

45

Ala

Ser

Val

Asn

Gly

Glu

Arg

Tyr

Asn

Gly
205

Pro

Thr

30

Glu

Gin

Thr

Tyr

Trp

110

CGly

Leu

Ile

Gln

Asn

190

Asn

PCT/US01/19110

acids

Gly
15

Ser

Trp

Lys

Ala

Tyr

95

Phe

Gly

Thr

Thr

Gln

175

Arg

Thr

Ala
Tyr
Met
Phe
Tyr

80
Cys
Asp |
Gly
Gln
Cys
160
Lys

Pro

Ala
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Ser Leu Thr Ile Thr Gly Ala Glu Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Xaa Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> $49
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 949 .
Glu Val Gln Leu Val Glu Ser Gly Gly CGly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Gly Asn Ala
20 25 30

Trp Met Thr Txrp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Arg Ile Lys Ser Lys Thr Ser Asp Gly Thr Thr Asp Tyr Ala Ala
50 . 55 50

Pro Val Lys Gly Arg Phe Ala Ile Ser Arg Asp Asp Sexr Lys Asn Thr
65 70 75 . 80

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 90 . 55

Tyr Cys Thr Thr Gly Ile Tyr Asp Ile Leu Thr Gly Tyr His Trp Asp
100 105 110

Asp Ala Phe Asp Ile Trp Gly Arg CGly Thr Thr Val Thx Val Ser Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser
130 - 135 140

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Sexr Tyr Tyr Ala Ser Trp
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165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys
180 185 190

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

@ly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Asn Tyr Arg Asp Ser Ser Gly Asm His Val val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 850
-<211> 248
<212> PRT
<213> Homo sapiens

<400> 950 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 ’ 15

© Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Gly Asp
20 25 ’ 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 4Q 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ser Gln Lys Phe
50 55 ' 60

Arg Asp Arg Val Thr Met Thr Arg Asp Thr Ala Thr Ser Thr Ala Tyr
65 ’ 70 . 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyxr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Aép Ile Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

1129



WO 02/02641 PCT/US01/19110

@Gly Ser Gly @ly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 ) 150 155 . 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Leu Leu Val val Tyr Ala Lys Asn Lys Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser GQly Sexr Ser Ser Gly Asn Thr
- 195 200 205

ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 - 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 . 235 - 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 951
<211> 251
<212> PRT
'«213> Homo sapiens

<400> 951
Gln Met Gln Leu Val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 . 5 10 . 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30

Tyr Met Ser Trp Ille Arg GlnrAla Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ser Tyr Ile Ser Ser Ser Ser Ser Tyr Thr Asn Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80
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Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Phe Tyr Asp Ile Leu Thr Gly Tyr Pro Leu Gly Gly Met
100 105 110

Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Phe Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 , 140

Thr Gln Pro Ala Ser Ala Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 ¢ 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 ) 170 . 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
© 180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Vval
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 952
<211> 251
<212> PRT
<213> Homo sapiens

<400> 952
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Vval Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30
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Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
38 40 45

Ala Phe Ile Arg Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 €60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
85 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90- 95

Ala Lys Asp Leu Pro Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Leu Thr
100 105 110

Ser Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser
130 135 140

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys
180 185 . 130

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Glm Ala Glu Asp Glu
210 ) 215 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val
225 230 ’ 235 . 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 o

<210> 953
<211> 248
<212> PRT
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<213> Homo sapilens

<400> 953
Gln Val Gln Leu Gln Gln

1

Ser

Thr

Gly

Gln

65

Met

Ala

Asp

Gly

Gln

145

Cys

Lys

Pro

Ala

val
Met
Trp

50
Gly
Glu
Arg
Ile
Ser
130
Asp
Gln
Pro

Ser

Ser
210

Lys

His

35

Ile

Arg

Leu

Ala

Trp

115

Gly

Pro

Gly

Gly

Gly

195

Leu

Val

20

Trp

Asn

Val

Ser

Thr

100

Gly

Gly

Ala

Asp

Gln

180

Ile

Thr

5

Ser

val

Gly

Thr

Sex
85

Tyr

Gln

Gly

val

Ser

165

Ala

bro

Ile

Cys

Arg

Gly

Ile

70

Leu

Asp

Gly

Gly

Sexr

150

Leu

Pro

Asp

Thr

serxr

Lys

Gln

Ser

55

Thr

CGly

Pro

Thr

Ser

135

val

Arg

Val

Arg

Gly
215

Gly

Ala

Ala

40

Gly

Lys

Sexr

Leu

Met

120

Gly

Ala

Ser

Leu

Phe

200

Ala

Ala

Ser

25

Pro

Asp

Asp

Glu

Thxr

105

Val

Gly

Leu

Tyr

Val

185

Ser

Gln

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

Thr

Gly

Gly

Tyr

170

Val

Gly

Ala

1133

vVal

Tyr

Gln

Lys

Ser
75

Thr

Tyr

Val

Gly

Gln
155

Thr

Tyr

Ser

Glu

Lys

Thr

Gly

Tyr

60

Val

Ala

Ser

Ser

Ser

140

Thr

Ser

Gly

Ser

Asp
220

Lys

Phe

Pro

45

Ser

Ser

Leu

Phe

Ser

125

Ser

Val

Trp

Lys

Ser

$ 205

Glu

Pro
Thx
- 30
Glu
Arg
Ala
Tyr
Asp
110
Gly
Glu
Arg
Tyr
Asn
190

Gly

Ala

PCT/US01/19110

Gly

15
Lys
Trp
Lys
Ala
Tyr

95
Gly
Gly
Leu
Ile
Gln
175
Asn

Asn

Asp

Ala

Tyr

Met

Phe

Tyr

80

Cys

Phe

Gly

Thr

Thr

160

Gln

Aré

Thr

‘Tyr
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Tyr Cys Asn Tyr Gln Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 954
<211> 253
<212> PRT
<213> Homo sapiens

<4Q0Q0> 954
Gln Val Gln Leu Gln Glu Ser Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Gln Trp Asn Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45 :

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Asn
50 55 60

Ser Arg Val Thr Ile Ser Gln Asp Thr Ser Asn Asn Gln Phe Ser Leu
65 . 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Gly Arg Arg Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr His His
100 105 110

Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

@ly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
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180 i85 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asp Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu G1y 
245 ' 250 '

<210> 955
<211> 251
<212> PRT
<213> Homo sapiens

<400> 955
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

. Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 - 40 45

Ala Leu Ile Trp Tyrx Asp‘Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60 '

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 ‘ 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
. 100 108 110

Asp Leu Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 ; 140
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Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 ' 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

@ly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Vai Leu Gly
245 ' 250

<210> 956
<211> 252
<212> PRT
<213> Homo sapiens

<400> 956 )
@ln Val Gln Leu Val Glu Ser Gly Gly Gly Vval val Gin Pro Gly Gly

1 . 5 10 - 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 | . 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asp Lys Tyr Tyr Glu Asp Ser Val
50 55 60 .

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Brg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95
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Ala

Phe

Gly

Leu

145

Ile

Ser

Glu

Lys

Asp

225

val

<210>
<211>
<212>
<213>

<400>

Arg

Asp

Gly

130

Thr

Ser

Trp

Gly

Ser

210

Glu

Phe

Asp

TyT

115

Ser

Gln

Cys

Tyr

Ser

195

Gly

Ala

Gly

957
249
PRT
Homo sapiens

957

Gln Val Gln

1

Thr Leu Ser

Tyr Trp Ser

35

Ser

100

Trp

Gly

Pro

Thr

Gln

180

Arg

Asn

Asp

Gly

Leu

Leu
20

Trp

Gly

Gly

Gly

Ala

Gly

165

Gln

Arg

Thr

Tyr

Gly
245

Gln
5

Thr

Ile

Gly

Gln

Gly

Ser

150

Thr

His

Pro

Ala

Tyr

230

Thr

Asp

Gly

Gly

135

val

Ser

Pro

Ser

Sex

218

Cys

Lys

Ile

Thr

120

Ser

Ser

Ser

Gly

Gly

200

Leu

Ser

Leu

Gln Trp Gly

Cys Ala val

Arg Gln Pro

40

Leu

105

Thr

Gly

Gly

Asp

Lys

185

val

Thr

Ser

Thr

Ala

Tyr
25

Pro

Thr

val

Gly

Ser

val

170

Ala

Ser

Ile

Tyr

val
250

Gly
10

Gly

Gly

1137

Gly

Thr

Gly

Pro

155

Gly

Pro

Asn

Ser

Thr

235

Leu

Tyxr

val

Gly

140

Gly

Gly

Lys

Arg

Cly

220

Thr

Gly

Tyr

Ser

125

Ser

Gln

Tyx

Leu

Phe

205

Pro

Arg

Met

110

Ser

Gln

Ser

Asn

Met

190

Ser

Gln

Ser

Pro

Gly

Ser

Ile

Tyxr

175

Ile

Gly

Ala

Thxr

PCT/US01/19110

Tyx

Gly

val

Thr

160

Val

Tyx

Ser

Glu

Arg
240

Leu Leu Lys Pro Ser Glu

15

Gly Ser Phe Ser Asn Tyr

30

Lys Gly Leu Glu Trp Val

45



WO 02/02641

Gly
Ser

65
Lys
Arg
Met

Gly
Thr
145

Thr

Gln

Thr

TyY
225

Gly

<210>
<211>
<212>
<213>

<400>

Glu

50

Arg

Leu

val

Asp

Gly

130

Gln

Cys

Lys

Pro

Ala

210

Tyr

Giy

Ile

Val®

Ser

Gly

val

115

Sex

Asp

Gln

Pro

Ser

195

Ser

Cys

Thr

958
257
PRT
Homo sapiens

858

Asn

Thr

Ser

Leu

100

Trp

Gly

Pro

Gly

Gly

180

Gly

Leu

His

Lys

His

Ile

Val

85

TYyT

Gly

Gly

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu

Ser

Ser

70

Thx

Tyr

Lys

Gly

val

150

Ser

Ala

Pro

Ile

Arg

230

Thr

245

Gln Val Gln Leu Val

Gln

Gly

55

val

Ala

AsSp

Gly

Gly

135

Ser

Leu

Pro

Asp

Thr

215

Asp

Val

Ser

Asp

Ala

Ile

Thr

120

Sex

Val

Arg

Leu

Arg
200

-Gly

Ser

Leu

Thr Asn

Thr Ser

Asp Thr

90

Leu Thr

105

Leu Val

Gly Gly

Ala Leu

Ser Tyr

170

Leu Val

185

Phe Ser

Ala Gln

Ser Gly

Gly

Tyr

Lys

75

Ala

Gly

Thr

Gly

Gly

Asn
60

Asn

Val

Tyr

val

Gly

140

Gln

155

Tyr

val

Gly

Ala

Asn
235

fhr
Tyr
Ser
Glu

220

His

Pro

Gln

Tyr

Tyr

Ser

125

Ser

Thr

Asn

Ala

Ser

205

Asp

val

Ser
Phe
Tyr
Pro
110
Ser
Sex
vVal
Trp
Lys
190
Ser

Glu

Leu

Leu

Ser

Cys

95

Sexr

Gly

Glu

Arg

Phe

175

Asn

Gly

Ala

Phe

PCT/US01/19110

Lys

Leu

80

Ala

Gly

Gly

Leu

Ile

160

Gln

Lys

Asn

Asp

Gly
240

Ser Gly Qly Gly Leu Val Lys Pro Gly @Gly
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asm Ala
20 25 30

Trp Met. Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Txp Val
35 40 45

Gly Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala
50 55 60

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr ala val Tyr
85 20 95

Tyr Cys Thr Thr Ser Gln Ala His Tyr Asp Ile Leu Thr Gly Tyr Tyr
100 . 105 110

Leu Trp Ser Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Gln Ser Val Leu Thr Glm Pro Ala Ser Val Ser Gly Ser Pro
145 150 .155 © 160

Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly
165 ' 170 . 175

Gly Tyr Asn Tyr Val Ser Trp Tyr Glm Gln His Pro Gly Lys Ala Pro
180 185 190

Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn
195 . 200 205

Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser
210 215 : 220

Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr
2258 230 235 : 2490
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Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lyé Leu Thr Val Leu
245 250 255

Gly

<210> 959

<211> 248

<212> PRT L
<213> Homo sapiens

<400> 959
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Asp Thr Ser Thr Tyr Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 ' 40 45

Gly Ile Ile Asn Pro Arg Gly Gly Ser Thr Ser Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ‘ 90 95

Ala Arg Glu Ser Tyr Asp Ile Leu Thr Gly Tyr Arg His Tyr Gly Met
100 105 110

Asp Leu Trp Gly Arg Gly Thr Thr Val Thr Val Ser Sexr Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Vval Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 : 160

Cys Gln Gly Asp Ser Leu Arg Ser TyY Tyr Thr Asn Trp Phe Gln Gln
B 165 170 ' 175

Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg
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180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sexr Gly Asn Thr
195 200 ' 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys His Ser Avrg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 960
<211> 251
<212> PRT
<213> ‘Homo sapiens

<400> 960
Gly Val @Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ala Ser Phe
20 : 25 30

Ala Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thxr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala»Ser Thr Ala Tyr
65 7Q 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Agsp Ile Trp Gly Gln Gly Ala Met Val Thr Val Ser Ser Gly Gly Gly
115 ‘ 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140 '
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Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 , 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

" @lu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr ‘Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 961
<211> 251
<212> PRT
<213> Homo sapiens

<400> 961
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20- 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

@ly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 A 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 : 20 95
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Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys @Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 123

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 ’ 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Tle
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
‘ 165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 - 185 130

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Glun Ala Glu Asp
210 215 ‘ 220

Glu Ala aAsp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 962
<211> 251
<212> PRT
<213> Homo sapiens

<400> 962 :
Glu Vval Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 ] 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gin Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45
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@ly Trp Ile Rsn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 : 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly FPhe
100 105 110

Asp Ile Trp.Gly Lys Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 - 135 , 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 . 220

Glu Ala asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225‘ © 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 963
<211> 249
<212> PRT
<213> Homo sapiens

<400> 963 .
Glu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Ile @ln Pro Gly Gly
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyx
20 - 25 30

Pro Met Thr Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Val
35 ‘ 40 45

Ser Thr Ile Thr Asp Ser Gly Gly Asn Thr Tyr Tyr Ala Agp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asp Thr Leu Phe
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Ile Tyr Tyr Cys
85 90 95

Ala Lys Asp Arg Glu Tyr Asp Leu Leu Thr Gly Tyr Tyr Leu His Ala
100 105 110

Phe Asp Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

Gly CGly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Sex Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240
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Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 964
<211> 250
<212> PRT
<213> Homo sapiens

<400> 964
Gln Val Gln Leu Gln Gln Ser Arg Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 ) 25 30

Ala Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ’ 45

Gly Arg Ile Ile Pro Ile Val Asn Met Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly BArg Val Thr Leu Thr Ala Asp Lys Ser Thr Gly Thr Ala Tyr
65 70 75 . 80

Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 - 20 95

Ala Arg Glu Asn Tyr Asp Phe Leu Thr Gly Tyr Tyr Gly Ala Phe Asp
100 105 110

Ile Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyi Val Sexr Txp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser

1146



WO 02/02641 PCT/US01/19110

195 200 205

-~
(

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 965 .
<211> 248
<212> PRT
<213> Homo sapiens

<400> 965
Gln vVal Gln Leu Gln Gln Ser Gly Ser Glu Val Lys Lys Thr Gly Ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Ile Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala. Tyr
65 . 70 - 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 g5

Ala Arg Ala Thr Tyr Rsp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Fhe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 * 135 ) 140

Gln Asp Pro Ala val Ser val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155. : 160
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Cys Gln Gly Asp

Lys Pro Gly Gln
180

Pro Ser Gly Ile
195

Ala Ser Leu Thr

210

Tyr Cys Asn Ser
225

Gly Thr Lys Leu

<210> 9566
<211> 253
«212> PRT

Ser

165

Ala

Pro

Ile

Arg

Thr
245

<213> Homo éapiens

<400> 966
Glu vVal Gln Leu
1.

Ser Val Arg val
20

Gly Ile Ser Trp
35

Gly Trp Ile Serxr
50

Gln Gly Arg Val
" 65

Met Glu Leu Arg

Ala Arg Asp Gly
100

Gln
S
Ser
val
Ala
Thr
Ser
85

Ser

Leu

bPro

Asp

Thr

Asp

230

val

Gln

Cys

Arg

Tyr

Met

70

Leu

Tyr

Arg

Leu

Arg

Gly

215

Ser

Leu

Ser

Arg

Gln

Tyr

55

Thr

Arg

Asp

Ser

Leu

Phe

200

Ala

Ser

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

Ile

Tyr

Val

185

Ser

Gln

Gly

Gly

Ser

25

Pro

Thr

Asp

‘@lu

Leu
105

Tyr

170

Val

Gly

Ala

Asn

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Thr

1148

Thr

Ty

Ser

Glu

His
235

val

Tyr

Gln

Asn

Ser

75

Thr

Gly

Asn

Ala

Ser

Asp

220

val

Lys

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Trp

Lys

Serxr

205

Glu

Val

Lys'

Phe

Leu

45

Ala

Asn

Val

Tyr

Phe

Asn

190

Gly

Ala

Phe

Pro

Thr

30

Glu

Gln

Thr

Tyx

Ile
110

PCT/US01/19110

Gln Gln
175

Asn Arg

Asn Thr

Asp Tyr

Gly Gly
240

Gly Ala
15

Thr Tyr

Trp Met

Asn Leu

val Tyr
80

Tyr Cys
95

AsSp Asn
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Tyr Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser CGly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 N 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 150

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr ITle Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 967
<21ll> 248
<212> PRT
<213> Homo sapiens

<400> 967 )
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 ©o10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Ser Asp Tyr.
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glh Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Asn Ser Lys Arg Gly Val Ser Asn Tyr Ala Gln Asn Phe
50 55 60
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Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 ! 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
B5 90 95

Ala Arg Asp His Tyr Asp Ile Leu Thr Gly Leu Tyr Tyr Tyr Gly Met
100 105 110

asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 ' 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 - 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 ‘ 240

Gly Thr Lys Leu Thr val Leu Gly
245

<210> 968
<211l> 251
<212> PRT
<213> Home sapiens

<400> 968
Gly Val @ln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly TYr Thr Phe Thr Lys Tyr
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20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu CGly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 920 85

Ala Arg Rla Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 . 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 - 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 120

Gly Ser Arg Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 , 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Gly Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 - 230 235 ) 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210>
<211l>
<«212>
<213>

<400>

969
247
PRT
Homo sapiens

969

Gln Val Gln

1

Ly's

Ser

Ile

Arg

65

Leu

Gly

Tyr

Ser

Gln

145

Thr

Gln

Leu

Asp

val

Trp

val

50

val

Arg

Arg

Trp

Gly

130

Ser

Cys

Lys

Ala

Phe

Ser
Val

35
Pro
Thr
Ser
Arg
Gly
115
Gly
Pro
Arg
Pro
Ser

195

Thr

Gln

Cys

20

Arg

Ile

Ile

Leu

TYyr

100

Gln

Gly

Ser

Ala

Gly

180

Gly

Leu

Ser

Lys

Gln

Phe

Thr

Arg

85

Asp

Gly

Gly

Thr

Ser

165

Lys

Ala

Thr

Gly

ala

Ala

Gly

Ala

70

Ser

Ile

Thr

Ser

Leu

150

Glu

Ala

Pro

Ile

Ala

Ser

Pro

Ala

55

Asp

Glu

Leu

Leu

Gly

135

Ser

Gly

Pro

Sexr

Ser

Glu

Arg

Gly
40

Thr

ASp

Asp

Thr

Val

120

Gly

Ala

Ile

Lys

Axg

200

Ser

Val

Gly

25

Gln

Asn

Asp-

Thr
Gly
105
Thr
Gly
Ser
YT
Leu
185

Phe

Leu

Lys

10

Ser

Gly

TyY

Thr

Ala
90

Tyr

val

Gly

Ile

His

170

Leu

Ser

Gln

1152

Lys

Phe

Leu

Ala

Ser
75

val

Tyr

Ser

Sexr

Gly

155

Trp

Ile

Gly

Pro

Pro

Ser

Glu

Lys

60

Thr

Tyr

Lys

Ser

Asp

140

Asp

Leu

Tyr

Ser

Asp

Gly
Lys
Trp

45
Lys
val
Tyr
Gly
Gly
125
Ile
Arg
ala
Lyé
Gly

205

Asp

Ser

TYr

30

Met

Phe

TYY

Cys

Pro

110

Gly

Gln

val

TYp

Ala

190

Ser

Phe

Ser

15
Gly
Gly
Lys
Met
Ala

95
Leu
Gly
Met
Thr
Tyr
175
Ser
Gly

ala

PCT/US01/19110

val

Phe

Gly

Gly

Glu

80

Arg

Asp

Gly

Thr

Ile

160

Gln

Ser

Thr

Thr
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210 215 220

Tyr Tyr Cys Gln Gln Tyr Ser Asn Tyr Pro Leu Thr Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Glu Ile Lys Arg
245

<210> 970
<211> 248
<212> PRT
<213> Homo sapiens

<400> 970
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Arg Pro Gly Ser
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Thr Asn Tyr
20 25 30 -

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

Gly Arg Ile Ile Pro Val Leu Gly Ile Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Ala Asp Lys Ser Thr Thr Thr Ala Tyr
65 70 75 80

Met @Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Thr Ala Tyr Tyr Asp Asn Leu Thr Gly Phe Leu Pro Tyr Gly Met
100 105 110

Gly val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly cly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Glm Gln
165 170 175
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Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

,Giy Thr Lys Leu Thr Val Leu Gly
: 245

<210> 971
<21l1l> 254
<212> PRT
<213> Homo sapiens

<4£00> 971
Gly Val Gln Leu Val Gln Ser Gly Gly Gly Val Val Gln Pro Gly Glu
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala-Ala Ser Gly Phe Thr Phe Thr Thr Tyr
20 25 - 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Vval
35 40 45

Ser Ser Ile Gly Ser Ser Ser Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 : 95

Ala Lys Glu Gly Tyr Asp Ile Leu Thr Gly Tyr Phe Leu Asp Tyr Tyr
100 . 105 110

His Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 120 125 .
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140 ’

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser .Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 , 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 972
<211> 251
<212> PRT
<213> Homo sapiens

<400> 972
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Arg Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Tyr Ile Phe Ser Lys Tyxr
20 25 30

Thr Ile His Trp Val Arg Gln Ala Pro Gly Glan Gly Pro Glu Trp Met
35 : 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Gly Thr Lys Tyr Pro Arg Asn Phe
50 ¢ 55 60 .

Gln Gly Arg Leu Thr Ile Ser Lys Asp Thr Ser Ala Sexr val Val Tyr
65 . 70 75 80
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Met @Glu Leu Ser Ser Leu Gly Ser Clu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 : 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 . 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

GIu Ala Asp Tyr Tyr Cys Ser Ser' Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ) 250

<210> 973
<211l> 259
<212> PRT
<213> Homo sapiens

<400> 973 )
Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Met Pro Gly Ala
1 5 10 15

Ser Val Lys Val Sexr Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
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35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

@ln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
€5 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser-Asp Asp Thr Ala Val Tyr Tyr Cys
85 : 90 95

Ala Arg Gly Pro Arg Gly Gly Pro Tyr Tyr Asp Ile Leu Thr Gly Tyr
100 ’ 105 110

Tyr Leu Ser Leu Ser Asp Ala Phe Asp Ile Trp Gly Gln Gly Thr Met
115 ’ 120 125

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
i 130 135 140

Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala
145 150 155 160

Ala Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn
165 170 . 175

Ile Gly Asn Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala
180 185 190

Pro Lys Leu Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro
195 200 205 :

Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile
210 215 220

Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp
225 230 235 240

Asp Asp Ser Leu Ser Glu Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr
245 250 255

val Leu Gly

1157



WO 02/02641 PCT/US01/19110

<210> 974

<211> 2459

<212> PRT .

<213> Homo sapiens

<400> 974
Glu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 is

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr
20 25 30

Trp Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ser Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val
50 55 : 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 ) 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95 )

Ala Arg Glu Tyr Tyr Asp Ile Leu Thr Gly Tyr Arg Asp Pro Tyr Gly
100 : 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser. Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
: 165 170 175 -

@ln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 120

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
135 200 205

Thr Ala Ser Leu Thr Ile Thr Gly ala Gln Ala Glu Asp Glu Ala Asp
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210 215 220

Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly
225 230 235 240

@ly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 975
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 975
. Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 : 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 . 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
+ 50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

‘Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 , 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 ' 110

Asp Ile Trp ¢ly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 © 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 . 135 - 140

Thr Gln Pro Ala Ser val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

1159



WO 02/02641 PCT/US01/19110

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser CGly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Sexr Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 - 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 976
<211> 251
<212> -PRT
<213> Homo sapiens

<400> 976
Gly Val Gln Leu Val Gln Sexr Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Vval Lyé Ile Ser Cys Lys Ala Ser Gly Val Thr Phe Asn Asp Tyr
20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 - 40 45

Gly Gly Ile Ile Pro Lys Phe Gly Lys Ala Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly BArg Leu Thr Ile Ser Gly Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Asp Asp Thr Ala Vval Tyr Tyr Cys
' 85 90 : 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

2sp Ile Trp Gly Gln Gly Thr Met val Thr val Ser Ser Gly Gly Gly
115 120 125 .
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 - 135 : 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 ' 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr‘Val Ser
' 165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 - 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Rsp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 ' 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 977
<211l> 254
<212> PRT
<213> Homo sapiens

<4Q0> 977 .
Gly Met Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 . 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60"

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyxr
65 70 75 80
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Gln Met Ser

85

Leu Ast

Val
100

Ala Thr Glu Arg

Gly Leu Asn

115

Pro Asp

Gly Gly Ser

130

Gly Gly

Ser VvVal Leu Thr Gln

145

Ile Thr Ile Ser Cys

165

Val Ser Trp

180

Tyr Tyx

Glu
195

Ile Tyr Gly ser

Gly ser Ser

210

Lys Gly

Ala Glu Glu Ala

225

Asp

Thr Arg Val Phe Gly

245

<210> 978
<211> 251
<212> PRT
<213> Homo sapiens

<400> 978
Glu Val Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Thr Met His Trp Val

Leu Arg Pro Glu Asp

90

Asn Tyr Asp Leu Leu

105

Gly Gln Gly

120

Trp Thr

Gly Gly Gly Gly Ser

135

Pro Ala Ser Val Ser

150

Thr Thr Ser Ser

170

Gly

His Pro
185

Gln Gln Gly

Pro Ser
200

Lys Arg Gly

Thr
215

Asn Ala Ser Leu

Asp Ser

230

Tyr Tyr Cys

Leu
250

Gly Gly Thr Lys

Gln Ser Gly Ala Glu
10

Thr Ala Val

Thr Arg Ser

Thr
125

Leu Val

Gly
140

Gly Gly

Gly Phe Pro

155

Asp Val Gly

Lys Ala Pro

val Asn

205

Ser

Ile
220

Thr Ser

Ser "Thr

235

Ty

Thr vVal Leu

Val Lys Lys

Tyr
Tyr
110
Val
Gly
Gly
Gly
Lys
130
Arg
Gly

Thr

Gly

Pro

Cys Lys Ala Ser Gly Tyr Thr Phe Thr

25

Arg Gln Ala Pro Gly

1162

Gln Gly Pro

30

Glu

PCT/US01/19110

Tyr
S5

Cys
Leu Ala
Ser Ser
Gln

Ser

Ser
160

Gln

Tyr Asn

175

Leu Met

Phe Ser
Gln

Leu

Ser
240

Axrg

Gly Ala
15

Lys Tyx
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35 40 45

@Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu CGly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
: 115 120 . 125

Gly Ser Gly Gly Gly Giy Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
: 130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
’ 180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser @Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 979
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 979 ‘
Gly Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Val Thr Phe Asn Asp Tyr
20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Ile Pro lys Phe Gly Lys Ala Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Leu Thr Ile Ser Gly Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 g0 : 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly CGly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

.Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
© 180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Pro Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 - 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
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225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 980
<211> 248
<212> PRT
<213> Homo sapilens

<400> 980
His Val Gln Leu @Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly RAla
1 - 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

ely Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 - 60

- @Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 . 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 ' 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Axg Ser Tyr Tyr Thxy Asn Trp Phe Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu. Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190 '
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Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 . 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 981
<211> 254
<212> PRT
<213> Homo sapiens

<400> 981
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 : 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 . 80

Leu Gln Met Asn Ser Leu Arg Ala Gly Asp Thr Ala Val Tyr Tyr Cys
- 85 90 95

Ala Arg Asp Arg Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Arg Gly
100 . 105 ' . 110

His Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140
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Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Tle Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180° 185 180

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val pPhe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 982
<211> 251
«212> PRT
<213> Homo sapiens

<400> 982
Gln Val Gln Leu Val Gln Ser Gly Gly Gly.Val Val .Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Txp Val
35 40 45

Ala Phe Ile Arg Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala @Glu Asp Thr Ala Val Tyr Tyr Cys
85 30 ) 95
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Ala Lys Asp Leu Pro Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Leu Thr
100 ) 105 110

Ser Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly GlyAGly Gly Ser Gly Gly Gly Gly Ser Ser
130 ’ 135 140 :

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys
180 185 190

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 : 218 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val
225 230 : ) 235 . 240

Phe Gly Gly Gly Thr ;ys Pro Thr Val Leu Gly
245 250

<210> 983
<211> 254
<212> PRT
<213> Homo sapilens

<400> 983
Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Val Vval Gln Pro Gly Arg

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
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50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Glu Gly Phe Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Pro
100 105 110

Gly Tyr Phe Asp Tyr Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser
115 120 . 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser vVal Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Sex
145 : 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 17¢ 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 . 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 : 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220 ’

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 : 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
: 245 250

<210> 984
<211> 248
<212> PRT
<213> Homo sapiens

<400> 984
Lys Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 . 10 : 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Vval Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gl§ Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glan Thr Vval Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Tyr Asn Arg
180 185 130

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glﬁ Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
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245

<210> 985
<211> 247
<212> PRT
<213> Homo sapiens

<400> 985
Gln val Gln Arg Val Val Lys Pro Ser Gln Thr Leu Ser Leu Thr Cys
1 5 10 15

Ala Ile Ser Gly Asp Ser Val Ser Ser Thr Ser Ala Ala Trp Asn Trp
20 25 30

Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu Trp Leu Gly Arg Thr Tyr
35 40 45

Tyr Lys Ser Gly Trp His Tyr Asp Tyr Ala Pro Ser Val Lys Ser Arg
50 55 60

~ Ile Ser Ile Lys Pro Asp Thr Ser Glu Asn His Phe Ser Leu Gln Leu
65 . 70 75 80

Asn Ser Val Ile Pro Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Glu
85 20 95

Gly Tyr Asp Ile Leu Thr Gly Tyr Ser Lys Phe Leu Asp Tyr Trp Gly
100 105 110

@ln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 ° 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 . 160

Thr Ser Ser Asp Val Gly Gly Tyr aAsn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 150

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
‘ 195 200 205
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Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tvyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 2358 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 986
<211> 251
<212> PRT
<213> Homo sapiens

<400> 986
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 - 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 ) 70 ' 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg.Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Sexr Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly @Gln Gly Thr Met Val Thr Val Ser Ser Gly CGly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Glu Gln Ser Ile Thr Ile
145 150 155 160
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Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro, Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
198 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Sexr Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 987
<211l> 248
<212> PRT
<213> Homo sapiens

<400> 987

Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 : 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 €0

Gln Gly Arg Val Thr Ile Thr Lys BAsp Thr Ser Ala Ser Ala Ala Tyr
65 70 : 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
' 85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110
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Gln

145

Cys
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225

Gly

<210>
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<400>
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130
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210

Cys
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115
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Pro
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195
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288
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1
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35
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50
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180
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20
Trp

Trp

Phe

Lys

Gly

Val
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165
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245
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5
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150
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230
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135
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215
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55
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120
Gly
Ala
Ser
Leu
Phe
200
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40
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Leu

Tyr
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185
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Gly
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25

Pro
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Gly
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170
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10
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155
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235
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Ser Ser
125
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140
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: 205
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220

val val
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45
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60
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190
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30
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Thr
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175
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Gly

Gly
15
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65

Leu

Ala

Asp

Gly

Thr

145

Ser

Tyr

Ser

Gly

Ala

225

Val

<210>
<211>
<212>
<213>

<400>

Gln

Arg

Leu

Ser

130

Gln

Cys

Gln

Lys

Thr

210

Asp

Phe

Met
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Trp

115

Gly

Pro

Ser

Gln
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195

Ser

TyT
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PRT
Homo sapiens
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100
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180
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85
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165
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245
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150

Thr
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230

Thr
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Thr
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135
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215

Ser
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120
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Pro

200

Ile
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105
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Pro

185
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Thr
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Asp

90
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170
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Leu

Val

Gly
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155
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Leu
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235

Leu
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140

Gln
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220

Leu
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Tyr
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125

Gln
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Tyr
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205
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Trp

110
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120
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Thr

Ser

175
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20
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Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

Leu Gln Met Asn Ser Leu Arg Phe Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Glu Arg Ala Asp Tyr Asp Ile Leu Thr Gly Tyr Tyr Phe Tyr
100 '105 110

Asp Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
' 130 135 : 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 : 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 990
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<211> 251
<212> PRT
<213> Homo sapiens

<400> 990
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
kR . 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser
20 25 30

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu

Trp Ile Gly Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 : . S 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 .90 55

Cys Ala Arg Phe Arg Tyr Asp Ile Leu Thr Ser Tyr Tyr Tyr Gly Met
100 105 110

Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly @Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 138 - 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 ' 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 ’ 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala CGlu Asp
210 215 220

1177



WO 02/02641 PCT/US01/19110

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 991
<211> 251
<212> PRT
<213> Homo sapiens

<400> 991 .
Trp Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Val Thr Phe Asn Asp Tyr
20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
V35 40 45

Gly Gly Ile Ile Pro Lys Phe Gly Lys Ala Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Leu Thr Ile Ser Gly Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80Q

Met Glu Leu Thr Ser Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 108 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140 . '

Thr Gln Pro Ala Ser Val Ser CGly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 i 150

Ser Cys Thr Gly Thr Ser Sexr Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 ) 170 175

1178



WO 02/02641 PCT/US01/19110

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 ) 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 992
<211> 251
<212> PRT
<213> Homo sapiens

<400> 992 .
Gln Vval Gln Leu Gln. Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Leu Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Gly Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Tyr Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leﬁ Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 © 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 . 230 ) 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 993
<211> 250
<212> PRT
<213> Homo sapiens

<400> 993
Gln Val Gln Leu Gln Gln Trp Gly Ala Arg Val Val Lys Pro Ser Glu
.1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Gln Trp Asn Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

@ly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Asn
50 55 60

Ser Arg Val Thr Ile Ser Gln Asp Thr Ser Asn Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
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85 90 95

Arg Gly Arg Arg Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr His His
100 108 110

Gly Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 : 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe
- 165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn
180 185 190

Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 . 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe
225 230 235 . 240

@Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ' 250

<210> 9954
<211l> 253
<212> PRT
<213> Homo sapiens

<220>
<221> Site
<222> (62)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 994 .
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Leu Ser Ser Ser
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20 25 30

Thr Val Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

@ly Arg Ile Ile Pro Met Leu Gly Ile Val Lys Tyr Ala Xaa Lys Phe
50 55 ' 60

Gln Gly Arg Val Met Ile Thr Ala Asp Lys Ser Met Thr Ser Ala Tyr
65 70 75 80

Tle Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Arg Gly His Tyr Asp Ile Leu Thr Gly Tyr Asp Asp Tyr Tyr Tyr
100 105 110

Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 . 200 . 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
2253 ’ 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 : 250
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<210> 995
<211l> 243
<212> PRT
<213> Homo sapiens

<400> 995
Gln Val @Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Ser Asn
20 25 30

Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 4Q 45

Ser Val Ile Tyr Ser Gly Gly Asn Thr Tyr Tyr Ala Asp Ser Val Lys
50 55 : 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 . 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
: 85 1 95

Ser His Asp Ile Leu Thr Gly Phe Asp Tyr Trp Gly Arg Gly Thr Met
100 105 110

val Thr Val Ser Ser Gly Gly Gly CGly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly
130 135 ’ 140

Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp
145 150 155 160

Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys
165 170 . . 175

Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val
180 185 190

Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr
195 200 205

Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser
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210 215 220

Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr
225 230 235 240

val Leu Gly

<210> 996
<211> 247
<212> PRT
<213> Homo sapiens

<400> 996
Gln Val Thr Leu Lys Glu Ser Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser ély Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
’ 85 90 95

Ala Arg Ser Gly Tyr Asp Ile Leu Thr Gly Tyr Leu Tyr Gly Met Asp
100 105 110-

Val Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
115 . 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 . 170 175

1184



WO 02/02641 - PCT/US01/19110

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asm Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Bsp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr val Leu Gly
245

<210> 997
<211> 251
<212> PRT
<213> Homo sapiens

<400> 997 -
@lu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp His
20 25 30

Tyr Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Afg Ala°Arg Asn Lys Ala Asn Ser Tyr Thr Ile Glu Tyr Ala Ala
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser
65 70 75 80

Leu Phe Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr aAla val Tyr
85 S0 : 95

Tyr Cys Ala Arg Ala Pro Tyr Asp Ile Leu Thr Gly Tyr Ser Asp Tyr
100 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Vval Ser Ser
115 120 125
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser
130 135 140

@lu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Ser Gly Gln Thr Val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys
180 . 185 120

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Vval Vval
225 . 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 998
<211> 251
<212> PRT
<213> Homo sapiens

<400> 998 )
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly 2ala

1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Arg Tyr
20 25 30

Pro Ile His Trp Vval Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asp Ser Ala Lys Gly His Ile Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Leu Thr Leu Thr Arg Asp Thr Ser Ala Asn Thr Ala Tyr
65 70 75 80
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Met Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 . 160

Ser Cys Thr Gly Thr Ser Ser Asp Val CGly Gly Tyxr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly CGly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 9599
<211> 247
<212> PRT
<213> Homo.-sapiens

<400> 999 o
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser CYS Arg Ala Ser Gly Tyr Thr Phe Thr Arg Tyr
20 . 25 30

Ser Thr His Trp Val Arg Gln Ala Pro Gly Gln Arg Phe Glu Trp Met
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35 40 45

Gly Trp Iie Asn Gly Gly Asn Gly Asn Thr Lys Tyr Ser Gln Thr Phe
50 55 60

Gln Gly Arg Ile Thr Ile Thr Arg Asp Thr Pro Ala Ser Thr Val Tyr
65 70 75 ‘ 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 S5

Ala Arg Gly Asp Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Gly Val Asp
100 105 110

Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly @Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 . 150 155 160

Gln Gly Asp Ser Leu Lys Ser Tyr Tyr Thr Asn Trp Phe Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys BAsn Lys Arg Pro
180 ’ 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 ) - 200 . 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 ' 220

" Cys His Ser Arg BAsp Ser Ser Gly Asn His Val Leu Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1000
<211l> 253
<212> PRT
<213> Homo sapiens
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<400> 1000
Gln Val Gln Leu Val @Gln Ser Gly Gly Gly Glu Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

Ser Val Thr Tyr Ser Gly Gly Asn Thr Asn Tyr Ala Asp Ser Val Arg
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala

Arg Glu Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Val Gly Val Gly
100 105 110

Arg Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 120 : 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
’ 180 185 190

Tvr Glu Gly Ser Lys Arg Pro Sexr Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
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225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Asp
245 250

<210> 1001
<211> 254
<212> PRT
<213> Homo sapiens

<400> 1001
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 - 15

Ser Val Lys Val Ser -Cys Lys Ala Ser Gly Gly Thr Leu Ser Asn Phe
20 25 30

2Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Asn Pro Ser Gly Gly Asn Thr Val Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Ser Met Thr Arg Glu Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Met Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyxr Cys
85 90 S5

Ala Arg Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Gly Phe Tyr Tyr Tyr
100 105 ) 110

Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Glmn Ser
145 150 155 160 '

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 ) 130 '
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Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg
245 250

<210> 1002
<211> 246
<212> PRT
<213> Homo sapiens

<400> 1002
Glu val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 ' 10 15

Ser Leu Thr Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Ser Asn
20 25 30

Tyr Met Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Vval
35 40 45

Ser Ser Ile Arg Gly Ser Gly Ser Ala Val Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 90 95

Ala Pro Ala Tyr Tyr Asp Ile Leu Thr Gly Leu Asp Tyr Trp Gly Arg
100 105 . - 110

Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gln Ser vVal Leu Thr Gln Pro Ala Ser
130 135 140
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Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr
145 150 155 160

Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His
165 , 170 175

Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro
180 185 190

Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly- Asn Thr Ala
' 185 200 205

Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr
225 230 235 240

Lys Leu Thr val Leu Gly
245

<210> 1003

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1003 .
Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Trp Met Gly Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 ’ 45

Ala Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

1182



WO 02/02641 PCT/US01/19110

Ala Arg Asp Gln Gln Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile His Tyr
100 105 110

Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
: 115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 - 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 : 208

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1004
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1004
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Arg Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr His
20 25 30

Ser Met His Trp Val Arg Gln Ala Pro Gly Lys CGly Leu Glu Trp val
35 40 45

Ala Ala Ile Ser Phe Asp Gly Ser Glu Lys Tyr Tyr Ala Asp Ser val
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50 55 60

Gln Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Asp Gln Val Asp Leu Leu Leu Met Asp His Asn Tyr Tyr Met
100 105 110

Asp Val Trp Gly Gln Gly Thr’Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Met
130 135 140

Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly Asp Arg Val Thr
145 150 155 160

Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala Trp Tyr
165 170 175

Gln @Gln Lys Pro Gly Arg Ala Pro Lys Val Leu Ile Tyr Lys Ala Ser
180 185 180

Thr Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser CGly
195 200 205

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala
210 215 220

Thr Tyr Tyr Cys Gln @ln Ser Tyr Ser Thr Pro Trp Thr Phe Gly Gln
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1005
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1005
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Val Asn Tyr
20 25 30

Gly Val His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Vval Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Thr Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 - 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 - 135 , 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 g 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Cly Ser Lys
195 200 ' 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 : 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

1195



WO 02/02641 PCT/US01/19110

245 250

<210> 1006

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1006 .
Gly Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Sexr Cys Ala Ala Ser Gly Phe Ser Val Ser Ser Asn
20 25 30

His Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Txrp Val
35 40 45

Ser Val Thr Tyr Ser Gly Gly Asn Thr Asn Tyr Ala Asp Ser Val Arg
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 S0 ' 95

Arg Glu Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Val Gly Val Gly
100 105 110

Arg Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr vVal Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly @Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 . 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

val Ser Trp Tyr Gln Gln His Pro @ly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg PHe Ser Gly
195 200 205
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Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1007

<21l1l> 253

<212> PRT

<213> Homo sapiens

<220>
<221> Site
<222> (175)

<223> Xaa equals any of the naturally occurring L-amino acids

<220>
<221> Site
<222> (209)

<223> Xaa equals any of the naturally cccurring L-amino acids

<400> 1007
Gln Val Gln Leu Gln Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 .15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Sexr Tyr
20 25 30

Trp Met Gly Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Asn Ile Lys Gln Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val
50 55 . 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gln Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile His Tyr
100 105 110

Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Giy
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115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

vVal Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Xaa Tyr
165 ) 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Tle
180 185 190

Tyr Glu. Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
. 195 200 205

Xaa Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1008
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1008
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 . 45

Gly Ser Ile Ile Pro Ser Phe Ala Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Arg Gly Arg Leu Thr Ile Thr Ala Asp Glu Ser Thr Thr Thr Ala Tyr
65 70 75 80
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Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Thr Lys Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr Tyr Met
100 105 110

Asp Val Trp Gly Gln Gly Thr Thr Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Gln Met
130 135 140

Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Ile Gly Asp Lys Val Thr
145 150 155 160

Ile Thr Cys Arg Ala Ser Glu Gly Ile Tyr His Trp Leu Ala Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Lys Ala Ser
180 185 190

Ser Leu Ala Ser Gly Ala Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly
195 200 205

" Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Asp Asp Phe Ala
210 215 220

Thr Tyr Tyr Cys Gln Gln Tyr Ser Asn Tyr Pro Leu Thr Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1009
<21l> 249
<212> PRT
<213> Homo sapiens

<400> 1009 :
Gln vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Val Gly Ser Phe Asn His Ala
20 25 . 30

1199



WO 02/02641 PCT/US01/19110

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp'Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60 ’

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 ' 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Giy Gly
115 120 . 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thxr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Tyr Ser Asn Ile Gly Thr Asn Asp Val Phe Trp
165 170 . 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Gln Leu Leu Ile Tyr Arg Asn
180 185 ) 190

Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205 . )

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg Ser Glu Asp Glu
210 215 220 -

Ala Asp Tyr Tyr Cys Ala Ala Txrp Asn Asp Arg Gln Ile Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Ile Gly
245

<210> 1010
<211l> 251
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<212> PRT
<213> Homo sapiens

<400> 1010
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Leu Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Glan Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 : 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 . 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 : _ 105 ‘ 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly @Gly Gly Ser Gly. Gly Gly Gly Ser Ala Gln Ser Ala Leu
130 135 140

Thr Gln Pro Ala Ser‘Val Ser Gly Ser Pro Gly Glmn Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Ala Tyr Asp Tyr Val Ser
165 ’ 170 175

Trp Tyr Gln His His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asp
180 185 . 190

Val Ser Asn Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 ‘ 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220
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Glu Ala Asp Tyr Tyr Cys Asn Ser Tyr Thr Asn Ser Pro Thr Tyr Val
225 230 235 240

Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1011

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1011
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val .Lys Lys Pro Gly Ser
1 5 10 . 15

Ser val Lys Val Ser Cys Arg Ala Ser Gly Gly Sexr Phe Asn His Ala
' 20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr Met
65 70 75 80

- Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 g0 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110 '

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu
130 135 140

Thr Gln Pro Ser Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn Trp
’ ’ 165 170 175
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Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser Asn
’ 180 185 190

Asn Glu Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 215 220 '

Ala Asp Tyr Tyr Cys Val Ala Trp Asp Asp Ser Leu Asn Gly Trp Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 250

«210> 1012
<211> 255
'<212> PRT
<213> Homo sapiens

<400> 1012
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Arg Phe Ser Arg Tyr
20 25 30

Ala Thr Thr Trp Vai Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 A 45

Gly Gly Ile Ile Pro Leu Phe Gly Thr Thr Lys Tyr Ala Gln Arg Leu
50 55 60

Gln. Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Ala Phe
65 70 75 80 -

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Thr Thr Asp Arg Phe Gly Ala Lys Asp Val Thr Ser Arg Trp Gly
100 . 105 ' 110 g .

Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gin ser
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130

vVal Leu
145

Thr Val

vVal His

Tyr Gly

Ser Gln
210

Asp Asp
225

Gly Ser

Thr

Ser

Trp

Asn

195

Ser

Glu

Phe

<210> 1013
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1013

Gln Vval
1

Ser Val

Ile Ser

Gly Ile

50

Gly Arg

Asp Leu

Gln

Lys

Trp

35

Leu

Val

Ser

Gln Pro

Cys Thr
165

Tyr Gln
180

Thr Asn

Gly Ser

Ala Asp

Val Phe
245

Leu Val
5

Val Ser

20

val Arg

Pro Met

Thr Ile

Arg Leu
85

Pro

150

Gly

Gln

Arg

Ser

Tyr
230

Gly-

Gln

Cys

Gln

TyY

Thr

70

Arg

135

Ser

Ser

Leu

Leu

Alat

215

Tyr

Thr

Ser

Arg

Ala

Gly

55

Ala

Tyr

val

Ser

Pro

Ser

200

Ser

Cys

Gly

Gly

Ala

Pro
40

Thr

Asp

Glu

Ser

Ser

Gly

185

Gly

Leu

Gln

Thr

Ala

Ser

25

Gly

Ala

Lys

Asp

Gly

Asn

170

Thr

vVal

Ala

Ser

Lys
250

Glu

10

Gly

Arg

Asn

Leu

Thr
S0

1204

Ala

155

Ile

Ala

Pro

Ile

Tyr
235

val

Val

Gly

Gly

Tyr

Thr

75

Ala

140

Pro

Gly

Pro

Asp

Thr

220

Asp

Thr

Lys

Ser

Leu

Ala

60

Asn

Val

Gly

Ala

Lys

Arg

205

Gly

Ser

val

Lys

Phe

Glu

45

Gln

Thr

Tyr

Gln

Gly

Leu

190

Phe

Leu

Ser

Leu

Arg

Tyxr

175

Leu

Ser

Gln

Leu

Gly

255

Pro

Asn

30

Trp

Lys

vVal

Tyr

Gly
15

His

Met

Phe.

Tyr

Cys
9B

PCT/US01/19110

Val

160

Gly

Ile

Gly

Ala

Ser
240

Sexr

Ala

Gly

Gln

Met

80

Ala
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Met

Sexr

Thr

145

Ser

Trp

Val

Sexr

Glu

225

Phe

<210>
<211>
<212>
<213>

<400>

Glu

Trp

Gly

130

Gln

cys.

Tyr

Ser

Gly

210

Ala

Gly

Leu

Gly

115

Gly

Pro

Thr

Gln

Asn

195

Asn

Asp

Thr

1014
250
PRT
Homo sapiens

1014

Gly

100

Arg

Gly

Ala

Gly

His

180

Arg

Thr

Tyr

Gly

Leu

Gly

Gly

Ser

Thr

165

His

Pro

Ala

Tyr

Thr
245

Gln val Gln Leu Val

1

5

Ser Val Lys Val Ser

20

Ile Ser Trp Val Arg

35

Ser

Thr

Ser

val

150

Sexr

Pro-

Ser

Ser

Cys

230

Lyg

Tle
Leu
Gly
135
Ser
Ser
Gly
Gly
Leu
215

Asn

Leu

val

val

120

Gly

Gly

Asp

Lys

val

200

Thr

Ser

Thr

Gln Ser Gly

Cys Arg Ala

Gln Ala Pro

40

Gly Ala
105

Thr val

Gly Gly

Ser Pro

val Gly

170

Ala Pro

185

Ser Asn

Tle Ser

Tyr Thr

Val Leu
250

Thr Thr

Ser Ser

Sexr Ala
140

Gly Gln
155

Ala Tyr

Lys Leu

Arg Phe

Gly Leu
220

Asn Ser
235

Gly

Gly Ala

110

Gly Gly
125

Gln Ser
Ser Ile

Asp Tyr

Met Ile

190

Ser Gly
205

Gln Ala

Pro Thr

Ala Glu Val Lys Lys Pro

10

Ser Gly Gly Ser Phe Asn

25

30

PCT/US01/19110

Leu Asp

Gly Gly

Ala Leu

Thr Ile

160

Val Ser
175

Tyxr Asp

Ser Lys

Glu Asp

Tyr Val
240

Gly Ser
15

His Ala

Gly Arg Gly Leu Glu Trp Met Gly

1205
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Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Vval Thr Ile Thr Alg Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
’ 115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Met Phe Arg Asn Tyr Tyr Ala Thr Trp Tyr
) 165 17¢ 175

Gln Gln Arg Pro Gly Gln Ala Pro Val Pro Val Leu Tyr Gly Gln 2Asn
' 180 185 190

Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Arg Ser Gly
195 200 205

Lys Thr Ala Ser Leu Thr Ile Thr Gly 2la Gln Ala Glu Asp Glu Ala
210 215 . 220

Asp Tyr Tyr Cys Gly Ser Arg Asp Ser Ser Gly Ser His Leu Leu Phe
- 225 ’ 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1015

<21ll1l> 256

<212> PRT

<213> Homo sapiens

<400> 1015
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Glu Val Gln Leu Val Glu Thr Gly Gly Gly Val val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Gly Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met Hig Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Ala Val Ile Ser Ser Asp Gly Thr Lys Arg Tyr Tyr Ala Asp Ser Val
50 55 ' 60

Gln Gly Arg Leu Thr Ile Ser Arg Asp Asn Phe Val Lys Thr Leu Ser
65 70 75 80

Leu Glu Met His Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyxr Cys
85 90 95

Ala Lys Asp Arg Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Phe
100 ‘ 105 110

His His Gly Val Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser
115 120 125

‘Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Gln Ser Val vVal Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly
145 - 150 ) 155 160

Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser
165 - 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu
180 185 190

Leu Ile Tyr Asp Asn Asn Lys Arg Pro Ser Gly Ile Pro Asp'Arg Phe
195 200 205 )

Ser Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Ala Gly Leu
210 215 220

Gln Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Trp Asp Gly Ser
225 230 235 240
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Leu Ser Gly Gly Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
- 245 250 . 255

<210> 1016

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1016
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30 *

"Ile Ser Trp Val Arg GLn-Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 ! 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 : g5

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Val
130 . 135 140 '

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Phe
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Ala Ala Pro Lys Leu Leu Ile Tyr Arg
180 ‘ 185 180
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Asn Ser

Gln Arg Pro

195

Ser Gly Thr Ser Ala
210 '

Glu Ala Asp Tyr Tyr

225

Val Phe Gly Gly Gly
245

<210> 1017

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1017

Gln Vval
1

Ser Val

Ala Phe

Gly Sex
50

Gln Gly
65

Leg Glu
Ala Ser
Trp Gly
Gly Gly

130

Gln Pro

Gln

Lys

Asn

35

Ile

Arg

Leu

Arg

Lys

115

Gly

Pro

Leu

val

20

Trp

Val

vVal

Ser

Tyr

100

Gly

Gly

Ser

val

5

Ser

val

Pro

Thr

Asn-

85

Gly

Thy

Ser

Ala

Ser

ser

Cys

230

Thr

Gln

Cys

Arg

val

Leu

70

Leu

Asp

Leu

Gly

Sexr

Gly
Leu
215

Ala

Lys

Ser
Lys
Arg
Phe

55
Thr
Arg
Pro
val
Gly

135

Gly

val
200
Ala

Ala

Leu

Gly
Ala
Ala

40
Asn
Ala
Ser
Phe
Thr
120

Gly

Thr

Pro

Ile

Arg

Thr

Ala

Ser

25

Pro

Thr

Asp

Asp

Tyr

105

val

Gly

Pro

Asp

Ser

Asp

Val
250

Glu

10

Gly

Gly

Lys

Glu

Asp

90

Tyr

Ser

Ser

Gly

1209

Arg
Gly
Asp
235

Leu

val
Gly
Gln
Thr
Leu

75
Thr
TyrY
Ser

Ala

Gln

Phe Ser
205

Leu Arg
220

Ser Leu

Gly

Lys Lys
Thr Phe

Gly Leu
45

Phe Ala
60

Thr Arg
Ala val
Tyr Tyr

Gly Gly
125

Gln Ser
140

Arg Val

Gly

Ser

Arg

Pro

Thr

30

Glu

Arg

Thr

Tyr

Met

110

Gly

val

Ile

Ser

Glu

Gly

Gly

15

Ser

Trp

Lys

Ala

TyT

95

Asn

Gly

Leu

Ile

PCT/US01/19110

Thr

Asp

Pro
240

Ser

Tyr

Leu

Phe

Tyr

80

Cys

val

Ser

Thr

Ser
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145 150 155 160

Cys Ser Gly Ser Ala Ser Asn Ile Ala Ala Asn Pro Val Asn Trp Tyr
165 . 170 175

Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser Asn Asn
180 185 190

Glu Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly
1395 200 205

Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Asn Ala Val Val Phé
225 230 235 . 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ) 250

<210> 1018

<211l> 247

<212> PRT

<213> Homo sapiens ;

<400> 1018
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 . 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

" @ly Ile Leu Prc Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110
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Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile
145 150 155 160

Thr Cys Ser Gly Asp Asn Leu Gly Asn Lys Tyr Val Tyr Trp Tyr Gln
165 170 175

Gln Lys Ala Gly Gln Ser Pro Val Leu Val Ile Tyr Gln Asp Thr Lys
180 185 1380

Arg Pro Ser @Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn
195 200 ' 205

Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Thr Met Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Gln Ala Trp Asp Asn Asn Ile Val Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1019
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1019 .
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn Hig Ala
20 25 . 30

Ile ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 : 55 60
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Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Pro Val Leu
130 135 140 : .

Thr Gln Pro Pro Ser Val Ser Val‘Ala Pro Gly Lys Thr Ala Arg Met
145 150 155 ‘ 160

Thr Cys Gly Gly Asp Asn Ile Gly Asn Lys Gly Val His Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Val Val Phe Tyr Tyr Gly Arg Asp
180 185 190

Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly Asp Glu Ala Asp
210 215 220

Tyr Phe Cys Gln Val Trp Asp Ser Ser Ser Asp His Ala Val Phe Gly
225 230 235 240

Gly Gly Thr Gln Leu Thr Val Leu Ser
245

<210> 1020
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1020
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg vVal Thr Ile Thr Ala Asp Lys Leu Thr Asm Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu -Arg Tyr Glu Asp Thr Ala Vval Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Val
130 135 140 ’

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 : - 150 155 160

Ile Ser Cys Ser Gly Ser Arg Ser Asp Ile Gly Asn Asn Asp Val Asn
165 170 ; 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser
180 185 190

Ser Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 ) 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu Lys Gly Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Vval Leu Gly
- 245 250
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«210> 1021
<21l> 252
<212> PRT
<213> Homo sapiens

<400> 1021 :
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 . 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr .Ala Gln-Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 o 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu
130 135 140

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Ile Tyr
) 165 170 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Gly Arg
180 185 190

Tyr Asp Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 205
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Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg Ser Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu Ser Gly Trp
225 230 235 240

Val Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 1022

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1022
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Phe Asn Trp Val Arg Afg Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Ser Ile Val Pro Val Phe Asn Thr Lys Thr Phe Ala Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Leu Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn Val
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Lys Tyr Tyr Ala Ser Trp Tyr His
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165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Met Tyr Gly Glu Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Arg Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Tyr Ser Arg Asp Ser Ile Ser Asp His Leu Glu Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ‘ 250

<210> 1023
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1023
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 . 5 10 15

Sér Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Phe Asn Trp Val Arg Arg Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Ser Ile Val Pro Val Phe Asn Thr Lys Thr Phe Ala Arg Lys Phe
50 55 . 60

Gln Gly Arg Val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Leu Glu Leu Ser Asn Leu‘Arg Sexr Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn Val
100 105 110

Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125 v
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu Thr
130 135 140

Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Leu Ser
145 150 155 160

Cys Thr Gly Ser Arg Ser Asn Leu Gly Ala Gly Tyr Asp Val Asn Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly Asn
180 185 190

Thr Asn Arg Pro Ser Gly Val Gly Glu Arg Phe Ser Gly Ser Lys Ser
185 200 : 205

Gly Thr Ser Ala Ser Leu Val Ile Thr Gly Leu Gln Ala Gly Asp Glu
210 215 : 220

Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser His Ser Ala Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
’ 245 250

<210> 1024
<21l1l> 249
<212> PRT
<213> Homo sapiens

<400> 1024
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 - 5 10 . 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 ’ 60

.@ly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr Met
65 70 75 80
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220
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Trp
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Ala

ASp

Gly

Leu

Ile

160

Gln

Asp

Ser

Asp

Gly
240

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

5

10

15

Ser Val Lys Val Ser Cys Arg Ala Sexr Gly Gly Ser Phe Ile Asp Asp

20

25
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Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 , 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Arg Asp Arg Ala Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr val Phe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly His Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
118 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly'Ser Gly Gly Gly
130 135 140

Gly Ser Ala Glun Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr
145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Thr Asn Ser Asn Ile
165 170 175

Gly Gly Asn Thr vVal Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro
180 185 190

Arg Leu Leu Ile Tyr Ser Asn Asn Gln Arg Pro Ser Gly Val Pro Asp
195 200 205 :

Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser
210 215 220

Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Arg Asp
225 230 235 - 240

Asp Arg Leu Asn Ala His Val vVal Phe Gly Gly Gly Thr Lys Val Thr
245 250 255

val Leu Gly
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<210> 1026

<211> 256

<212> PRT

<213> Homo sapiens

<400> 1026
Gln Vval Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Lys val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile Asp Asp
20 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 60 -

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 S5

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly His Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr
115 120 125 -

vVal Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

@Gly Ser Ala Leu Ser Ser Glu Leu Thr Gln Asp Pro Ala Vval Ser Val
145 150 ) 155 160

Ala Leu Gly Gln Thr val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg
165 ’ 170 175

Lys Tyr Ser Val Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val
180 - 185 190

Phe Val Met Tyr Ala Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg
195 200 205
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Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly
210 . 215 220

Ser Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asm Val
225 230 ' 235 240

Ser Gly Lys Arg Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 250 255

<210> 1027
<211> 256
<212> PRT
<213> Homo sapiens

<400> 1027 «
Gln Val Glun Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Val Sexr Gly Gly Ser Phe Thr Asp Asp
20 ¢ 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Glan Gly Leu Glu Trp Val
35 . 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 60 :

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
65 70 75 ' 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
’ 85 90 : 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly Asp Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr-
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Sef Gly Gly Gly
130 135 140

Gly Ser Ala Leu Asp Ile Gln Met Thr Gln Sexr Pro Ser Ser Leu Ser
145 150 155 160

Ala Ser Val Gly Asp Arg Val Arg Met Thr Cys Arg Thr Ser Gln Thr
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165 170 175

Ile Asn Lys TYr Leu Asn Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro
180 185 i 190

Lys Leu Leu Ile Phe Ala Ala Ser Ser Leu Tyr Ser Gly Val Pro Ser
195 200 205

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
210 215 220

Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Thr Tyr
225 230 235 240

Lys Thr Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg -
245 250 255

<210> 1028
<211l> 257
<212> PRT
<213> Homo sapiens

<400> 1028 ]
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 ’ 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile Asp Asp
20 ’ 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr vVal Phe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
: 85 90 - 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly His Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125
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Val Ser Ser Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Leu Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val
145 150 155 160

Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg
165 170 175

Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val
180 185 190

Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg
195 200 205

Phe Ser Gly Ser Ser Ser Gly asn Thr Ala Ser Leu Thr Ile Thr Gly
210 215 220

Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser
225 230 238 240

Ser Gly Asn His Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
245 250 255

Gly

<210> 1029

<211> 258

<212> PRT

<213> Homo sapiens

<400> 1029 '
~Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lysg Val Ser Cys Arg Val Ser Gly Gly Ser Phe Thr Asp Asp
20 25 .30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 60
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Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
65 70 75 . 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly Asp Ser
100 105 110

Ser Tyr Arg Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Ser Ser Val Ser Ala Ala
145 150 155 160 -

" Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile
165 170 175

Gly Lys Ser Tyr Val Ser Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro
180 . 185 190

Lys Leu Leu Met Tyr Glu Asn Ser Glu Arg Pro Ser Gly Ile Pro Asp
195 200 205

Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Gly Ile Thr
210 215 220

@ly Val Gln Thr Gly Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp
225 230 235 240

Ser Ser Leu Arg Ala Gly Val Phe Gly Gly Gly Thr Lys Val Thr Val
‘ 245 250 255

Leu Gly

<210> 1030
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1030
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Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe
50 55 60

Gln His Arg val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu Leu Thr Gln
130 . 135 ) 140

Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Ala Val Ala Val Ser Cys
145 150 155 160

Ser Gly Thr Ser Ser Asn Thr Gly Lys Tyr Gly Val Lys Trp Tyr Gln
165 170 175

@ln Leu Pro Gly Met Ala Pro Lys Leu Leu Ile Tyr Ser Asn Ser Gln
180 : 185 ' 190

Arg Pro Leu Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr
195 200 205

Ser Ala Ser Leu Ala Ile Ser Asp Leu Arg Ser Glu Asp Glu Ala Asp
210 215 220

Tyf Tyr Cys Gln Thr Trp Asp Asp Thr Leu Lys Ser Asn Ile Phe Gly
225 230 235 240
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Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1031

<211l> 248

<212> PRT

<213> Homo sapiens

<400> 1031
Gln val Gln Leu Val Gln Ser Gly Ala Glu vVal Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyrxr Ala Gln Lys Phe
50 55 60

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr val Phe
65 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Sexr Gly Gly Gly Gly Ser Ala Gln Ala Val Leu Thr Gln Pro
‘ 130 135 140

Ser Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Ile Ser Cys Thr
145 150 155 160

Gly Ser Ser Ser Asn Ile Gly Ala Asn Tyr Asp Val Gln Trp Tyr Gln
165 170 175

Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn
180 185 1380
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Arg Pro Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Lys Ser Gly Thr
195 200 205

Ser Ala Ser Leu Val Ile Thr Gly Leu Gln Ser Glu Asp Glu Ala Asp
210 215 220

Tyr Asn Cys Gln Ser Tyr Asp Thr Gly Leu Gly Glu Val Phe Gly Gly
225 230 2358 240

Gly Thr Lys Val Thr Vval Leu Gly
245

<210> 1032

<211> 259

<212> PRT

<213> Homo sapiers

<400> 1032
@Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ; 15

Ser Val Lys Val Ser Cys Arg Val Ser Gly Gly Ser Phe Ile Asp Asp
20 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly.Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 55 €0

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr val bPhe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ser Ser Pro Pro Lyé Trp Tyr Asp Ala Leu Thr Gly Asp Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115. 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala
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145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile
165 170 175

Gly Gly Gly Phe Asp Ala His Trp Tyr Arg Glm Val Pro Gly Arg Ala
180 185 190

Pro Lys Leu Leu Ile Phe Gly Asn Thr Asp Arg Pro Ser Gly Vval Pro
195 200 205

Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Val Ile
210 215 220

Thr Gly Leu Gln Ala Glu Asp Glu Ala Asn Tyr Tyr Cys Gln Ala Tyr
2258 230 235 240

Asp Ser Arg Leu Ser Gly Tyr Val Phe Gly Thr Gly Thr Lys Val Thr
245 250 255

Val Leu Gly

<210> 1033
<211> 257
<212> PRT
<213> Homo sapiens

<400> 1033
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Arg Lys Ser Gly Ser
1 5 10 15

Ser Vval Lys Val Ser Cys Arg Thr Ser Gly Gly Ala Phe Ser Asn Tyr
20 25 - 30

Ala Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Gln Trp Met
35 : 40 45

Gly Gly Ile Ile Pro Val Phe Ser Thr Ala Asp Tyr Glu Glu Lys Phe
50 55 60 ‘

Glu Gly Arg Leu Lys Ile Thr Ala Asp Arg Leu Thr Ser Thr Val Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr‘Cys
85 90 95
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Ala Gly Gly Leu Arg His Val Thr Leu Phe Gly Thr Gly Thr Arg Gly
100 105 110

His Phe Tyr Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser
115 120 125

Ser Gly Gly CGly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 - 135 140

Ala Gln Ala Val Leu Thr Gln Pro Ser Ser Val Ser Gly Ala Pro Gly
145 - 150 155 160

Gln Ser Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala
165 170 175

Gly Tyr Asp Val His Trp Tyr Arg Gln Leu Pro Arg Thr Ala Pro Lys
180 185 . 190

Leu Leu Ile Pro Gly Asn Asn Asn Gly Pro Ser Gly Val Ser Asp Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly
210 215 220

Leu Arg Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Arg
225 230 235 . 240

Ser Leu Lys Ser Tyr Val Phe Gly Ser Gly Thr Lys Val Thr Val Leu
245 25AO 255

Gly

<210> 1034
<211s> 2859
<212> PRT
<213> Homo sapiens

<400> 1034 ’

Glu Val Gln Leu Val Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ala Leu Ser Ser Asp
20. 25 30
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Ala Ile Ser Trp Val Arg Glm Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Thr Phe Arg Lys Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 . 70 75 80

Met Glu Leu Ser Ser Leu Lys Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Gly Arg Glu Asp Thr Asp Lys Val Lys Pro Tzp Asp Arg Tyr
100 105 110

Tyr His Tyr Tyr Tyr Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

vVal Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

‘Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala
145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Gly Ser Sex Asn Ile
165 170 175

Gly Ala Gly His Ala Val His Trp Tyr Gln Lys Leu Pro Gly Thr Ala
180 185 190

Pro Lys Val Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro
195 200 205

Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile
210 215 . 220

Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gla Ser Tyr
225 230 235 240

Asp Asn Ser Val Gly Gly Phe val Phe Gly Thr Gly Thr Lys Leu Thr
245 250 255

Val Leu Gly
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<210> 1035

<211> 2495

<212> PRT

<213> Homo sapiens

<400> 1035
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 - 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe
50 55 60

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly CGly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr Thr Leu Thr Gln
130 : 135 140

Ser Pro Gly Ser Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser
145 150 155 160

Cys Lys Ala Ser Gln Ser Val Ser Ser Asn Phe Leu Ala Trp Tyr Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser
180 185 190

Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr
195 200 205
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Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val
210 215 220 .

Tyr Tyr Cys Gln Gln Tyr Gly Thr Ser Pro Val Trp Val Thr Phe Gly
225 230 235 240

Gln Gly Thr Arg Leu Glu Ile Lys Arg
245

<210> 1036

<211> 260

<212> PRT

<213> Homo sapiens

<400> 1036
Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Arg Pro Gly Ser

1 5 : 10 15

Ser Val Lys Val Ser Cys Arg Val Ser Gly Gly Ser Phe Thr Asp Asp
20 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 : 55 60 -

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 920 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly‘Asp Ser
100 105 : 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Arg Gly Thr Met Val Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Ser Ser Val Ser Gly Ala
145 150 155 . 160
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Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile
165 170 175

Trp Ala Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Ala Ala
180 185 190

Pro Lys Leu Leu Ile Arg Gly Asn Gly Asn Arg Pro Ser Gly Val Pro
195 ‘ 200 205

Asp Arg Phe Ser Val Ser Lys Ser Gly Tyr Ser Ala Ser Leu Ala Ile
210 215 220

Thr Gly Leu Gln Pro Ala Asp Glu Gly Val Tyr Tyr Cys Gln Ser Tyr
225 230 235 240

Agp Ser Ser Leu Ser Gly Ser Lys Val Phe Gly Gln Gly Thr Lys Val
245 250 255

Thr val Leu Gly
260

<210> 1037

<211l> 248

<212> PRT

<213> Homo sapiens

<400> 1037 - .
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75. 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys

Ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Giy
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100 105 110

Arg Gly Thr Thr val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu Thr Gln Pro
130 135 | 140

Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser
145 150 155 160

Gly Ser Arg Ser Asn Ile Gly Glu Asn Tyr Val Tyr Trp Tyr Gln Gln
165 170 175

Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Lys Asn Asn Gln Arg
180 185 190

Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Arg Ser Gly Thr Ser
195. 200 205

Ala Ser Leu Ala Ile Ser Gly Leu Arg Ser Glu Asp Glu Ala Val Tyr
210 215 220

Tyr Cys Ala Ser Trp Asp Asp Ser Leu Ser Gly Pro Val Phe Gly Arg
225 ' 230 235 240

Gly Thr Lys Val Thr Val Leu Gly
245

<210> 1038
<211> 258
<212> PRT
<213> Homo sapiens

<400> 1038
Gln val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile Asp Asp
20 - 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly DLeu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 . 55 60 )

1234
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Arg

65
Leu
Ala
Ser
val
Gly
145
Pro
Gly
Lys
Arg
Gly
228

Asp

Leu

<210>
<211>
<212>
<213>

Gly

Glu

Arg

Tyr

Ser

130

Ser

Gly

Ser

Leu

Phe

210

Leu

Ser

Gly

Arg

Leu

Sexr

His

115

Ser

Ala

Gln

Asn

Leu

195

Ser

Gln

Leu

1039
260
PRT
Homo sapiens

val

Thr

Ser

100

Ser

Gly

Gln

Arg

Thr

180

Ile

Gly

Ser

Ser

Thr

Ser

85

Pro

Ala

Gly

Ser

Vval

165

Ile

Tyr

Ser

Glu

Gly
245

Ile

70
Leu
Pro
Met
Gly
val
150
Thr
Thr
Ser
Lys
Asp
230

Pro

Thr

Arg

Lys

Asp

Gly

135

Leu

Ile

Trp

Thr

Ser

215

Glu

val

Ala

Ser

Trp

Val

120

Serxr

Thr

Ser

Tyr

Asn

200

Gly

Ala

Phe

Asp

Asp

Tyr

105

Trp

Gly

Gln

Cys

Gln

185

Gln

Thr

Asp

Gly

Glu
Asp

90
AsSp
Gly
Gly
Pro
Ser
170
Gln
Arg
Ser

Ty

Gly
250

1235

Leu
75

Thr

Ala

Arg
Gly
Pro
155
Gly
Leu
Pro
%la
Phe

235

Gly

Thr
Ala
Leu
Gly
ély
140
Ser
Ser
Pro
Ala

ser

Cys

Thr

Ala

Leu

Thr

Thr

125

Ser

Ala

Thr

Gly

Gly

205

Leu

220 -

Ala

Lys

Thr

Tyx

Gly

110

Leu

Gly

Ser

Ser

Ala

190

Val

Ala

Thr

val

val

Tyx

95

His

vVal

Gly

Gly

Asn

175

Ala

Pro

Ile

Trp

Thr
255
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Phe

80
Cys
Ser
Thr
Gly
Thr
160
Ile
Pro
Asp
Ser
Asp
240
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<400> 1038
Glu Val Gln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Thr Ser Gly Gly Thr Phe Arg Asn Tyr
20 25 30

Gly Leu Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly val Ile Pro Ile Ser Ser Thr Ile Lys Tyr Gly Gln Lys Phe
! 50 55 60

Gln Asp Arg Leu Thr Ile val Ala Asp Asp Leu Thr Asn Thr Thr Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Ala Thr Thr Ser Gln Lys His Asn Lys Tyr Ala Tyr Tyr
: 100 105 110

Phe Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Thr Vval Thr Vval Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Ala Leu Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr
145 150 155 160

Pro Gly Glu Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu ~
165 170 175

His Ser Asn Gly Asn Ile Tyr Leu Asp Trp Tyr Leu Gln Lys Pro Gly
180 - 185 190

Gln Pro Pro Gln Leu Leu Ile Tyr Met Gly Ser Asn Arg Ala Ser Gly
_185 200 205

Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu.
210 215 220

Arg Ile Ser Arg Val Glu Ala Glu Asp Val Gly Val Ser Tyr Cys Met
225 230 235 240
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Glu Ala Leu His Thr Pro Ala Ile Thr Phe Gly Gln Gly Thr Arg Leu
245 250 255

Glu Ile Lys Arg
260

<210> 1040
«<211> 248
<212> PRT
<213> Homo sapiens

<400> 1040
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Ser His
20 25 30

Val Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Thr Pro Lys Phe Ala Thr Pro Asn Tyr Ala Gln Lys Phe
50 55 60

Gln His Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75 80

Met Asp Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Gly Tyr Asp Ser Ser Ala Phe Arg Ala Phe Asp Ile Trp Gly
100 105 110

Brg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val Leu Thr Gln Pro
- 130 135 140 .

Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg val Ser Ile Ser Cys Ser
145 150 155 160

Gly Ser Gly Ser Asn Ile Gly Ser Lys Pro Val Asn Trp Tyr Gln Gln
165 170 175
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Leu Pro Gly Thr Val Pro Lys Leu Ile Ile Tyr Ser Ser Asn Lys Arg
180 185 150

Pro Ser Glu Val Ala Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser
195 200 205

Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Glu Tyr
210 215 . 220

Tyr Cys Ala Ser Trp Asp Asp Arg Leu Asn Gly Trp Met Phe Gly Gly
225 230 235 240

Gly Thr Lys Val Thr Val Leu Gly
245

<210> 1041
<211> 259
<212> PRT
<213> Homo saplens

<400> 1041
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Ile Asp Asp
20 25 30

Ser Ile Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Ile Pro Leu Ala Asn Arg Ala Asn Tyr Ala Gln Lys Phe
50 ' 55 €0

Arg Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly His Ser
100 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr
115 120 125
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Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Ser Ser Val Ser Gly Ala
145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Glu Ser Asn Ile
165 170 175

Gly Ala Gly Tyr Asp Val His Trp Tyr Leu Gln Leu Pro Gly Ala Ala
180 185 190

Pro Lys Leu Leu Ile Tyr Gly Asn Lys Tyr Arg Ser Ser Gly Val Pro
195 200 205

Asp Arg Phe Ser Gly Sexr Lys. Ser Gly Thr Ser Ala Ser Leu Ala Ile
) 210 215 220

Thr Gly Leu Arg Val Glu Asp Glu Ala Glu Tyr Val Cys Gln Ser Tyr
225 230 235 240

Asp Lys Ser Leu Ser Gly Tyf Val Phe Gly Pro Gly Thr Lys Val Thr
245 250 255

Val Leu Gly

<210> 1042
<211l> 258
<212> PRT
<213> Homo sapiens

<400> 1042
Gln Val Gln Leu val Gln Ser Gly Ala Glu Val Ser Lys Pro Gly Ser
1 . 5 10 15

Ser Val Lys val Ser Cys Arg Ala Ser Gly Gly Ser Leu Ile Asp Tyr
20 25 30

Ser Ile Asn Trb val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Thr Val Pro Leu Ala Asn Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Arg Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ala Thr Val Phe
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65 70 75 80

Leu Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Lys Ser Ser Pro Pro Lys Trp Tyr Asp Ala Leu Thr Gly His Ser
100 . 105 110

Ser Tyr His Ser Ala Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr
115 120 125

val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr
145 o 150 155 . 160

Pro Gly Gln Arg Val Thr Ile Arg Cys Ser Gly Ser Ser Ser Asn Ile
~165 ' 170 175

@ly Ser Asn Phe Val Phe Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro
180 185 190

Lys Val Leu Ile Thr Arg Asn Asn Lys Arg Pro Ser Gly Val Pro Asp
195 200 205

Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser
210 215 220

Gly Leu Arg Ser Glu Asp Glu Ala Asp Tyr His Cys Val Ala Trp Asp
225 230 235 240

Asp Arg Leu Arg Gly Trp Val Phe Gly Gly Gly Thr Lys Val Thr Val
245 250 255

Leu Gly

<210> 1043
<211> 259
<212> PRT
<213> Homo sapiens

<400> 1043
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ala Leu Ser Ser Asp
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Thr Phe Arg Lys Thr Lys Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Lys Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Arg Glu Asp Thr Asp Lys Val Lys Pro Trp Asp Arg Tyr
100 . 105 110

Tyr His Tyr Tyr Tyr Met Asp Val Trp Gly Arg Gly Thr Thr Vval Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 ‘ 135 140

Gly Ser Ala Gln Ala val Leu Thr Gln Pro Ser Ser Val Ser Glu Ala
145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile
165 170 175

Gly Ala Gly Tyr Asp Val His Trp Tyr Lys Gln Leu Pro Gly Thr Ala
. 180 185 1s0

Prc Lys Leu Leu Ile Phe Asp Thr Asn Asn Arg Pro Ser Gly Val Pro
195 200 205

Ala Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ala Leu Ala Ile
210 215 220

Thr Gly Leu Gln Ala Gly Asp Glu Ala Tyr Tyr Tyr Cys Gln Ser Tyr
225 230 235 240

Asp Leu Thr Phe Ser Gly Ser Val Phe Gly .Thr Gly Thr Lys val Thr
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245 250 255

Val Leu Gly

<210> 1044

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1044. .
Gln val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Thr Leu
1 5 ’ 10 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp vVal Ser Ser
35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 i 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 a0

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 . 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

2la Phe Asp Ile Trp ély Arg Gly Thr Met Val Thr val Ser ser Gly
115 ) 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 . 175

val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 : 190 '
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Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 ) 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Tyr Ser Ser Tyr Thr Asn Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr vVal Leu Gly
245 250

<210> 1045
<211> 254
<212> PRT
<213> Homo sapiens

<400> 1045

Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Asn Phe Asn Ser Tyr
20 25 30

Gly Vval Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Asn Val Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Ser Thr Val Tyr
65 70 75 80

Leu Glu Val Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 - 95

Ala Arg Gly Asp Tyr Asp Ile Leu Thr Gly Tyr Pro Ala Glu Cys Phe
100 105 . 110

Gln Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val
130 135 140
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Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr
145 150 155 ’ 160

Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val
165 170 175

His Trp Tyr Arg His Ile Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr
180 185 - 190

Gly Asn Ser His Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly
185 200 205

Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Phe Cys Gln Ser Tyr Asp Ser Ser Leu Ser
225 230 235 240

Ala Val val Phe Gly Gly Gly Thr Lys Val Thr val Leu Gly
245 250

<210> 1046
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1046
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30 -

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60 ’

Gln Gly Arg Vval Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 ' 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95
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ala
Asp
Gly
Thr
145
Sexr
Trp
Gly
Ser
Glu

225

Phe

Arg

Ile

Ser

130

Gln

Cys.

Ser

Gly

210

Ala

Gly

Ala

Trp:

115

Gly
Pro
Thr
Gln
Lys
195
Asn
Asp

Gly

<210> 1047
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 1047
Gln Val Gln Leu Gln

1

Ser Val Lys

Tyr Ile His

35

Gly Asn Ile

Thr

100

Gly

Gly

Ala

Gly

Gln

180

Arg

Thr

Tyr

Gly

Val
20

Trp

Asn

Tyr
Lys
Gly
Ser
Thr
165
His
fro
Ala

Tyr

Thr
245

5

Ser
Val

Pro

Asp

Gly

Gly

val

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Gln

Cys

Arg

Ser

Pro

Thr

Ser

135

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Sex

Lys

Gln

Gly

Leu

Leu
120

Gly

Gly
Asp
Lys
val
200
Thr

Ser

Thr

Gly
Ala
Ala

40

Ser

Thr

105

Val

Gly

Ser

val

Ala

185

Ser

Ile

TYyY

val

Ala

Ser

25

Pro

Ser

Gly

Thr

Gly

Pro

Tyr

val

Gly

Ser

Ser

Ser

140

Gly

" 155

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Glu

10

Lys

CGly

Thr

1245

Gly

Lys

Arg

Gly

Lys

235

Gly

Val

Tyr

Glu

Arg

Gln

Tyr

Leu

Phe

Leu
220

Arg

Lys

Thx

Gly

Tyr

Phe
Ser
125
Gln
Ser
Asn
Met
Ser
205

Gln

Ser

Lys
Phe
Leu

45

Ala

Asp

110

Gly

Ser

Ile

Tyr

Ile

180

Gly

Ala

Thxr

Pro

Ala

30

Glu

Gln

PCT/US01/19110

Gly Phe
Gly Gly
Val Leu
Thr Ile

160
Val Ser
175
Tyr Glu
Ser Lys

Glu Asp

Arg Val
240

Gly Ala
15
Asn His

Trp Met

Arg Phe
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50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Agp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly.Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Sexr Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220°

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Asn Arg Ser Thr Arg Val
225 . 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1048
<211l> 252
<212> PRT
<213> Homo sapiens

<400> 1048
Gln Val Gln Leu Vval Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15
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Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr Met
65 70 75 80

Agp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
‘ 85 " 90 95

" Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu vVal Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu
130 135 140

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asn
180 185 190

Asn Asp Gln Arg Pro Ser Gly Val Pro Ala Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp
210 215 ’ 220

Glu Ala Val Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu Asn Gly Pro
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly

1247



WO 02/02641 PCT/US01/19110

245 250

<210> 1049

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1049
Gln Leu Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 . 5 . 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Phe Ile Ser Ser Arg
20 25 - 30

Thr Ser Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Pro Glu
35 40 45

Trp Ile Gly Asn Ile Tyr Tyr Thr Gly Lys Thr Tyr Tyr Ser Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Leu
55 70 75 80

Ser Leu Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Ala Gly Tyr Asp Leu Leu Thr Gly Tyr Pro Phe Tyr Phe
100 105 110

Asp Ser Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 ’ 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly @Gly Gly Ser Ala Leu Glu Ile
130 138 140

Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly Glu Arg
145 150 155 160

Ala Thr Leu Ser Cys Arg Ala Ser Glm Ser Val Ser Ser Tyr Leu Ala ‘
165 170 ' 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Asp
180 185 190

Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly
195 200 205
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Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp
210 215 220

Phe Ala Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Phe Leu Thr
225 230 235 240

Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
245 250

<210> 1050
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1050
Gly val Gln Leu Gln Gln Trp Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Phe Thxr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala val val Ser Asp Asp Gly Arg Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
’ 85 90 95

Ala Thr Glu Vval Arg Asn Tyr Asp Leu Leu Thr Arg Ser Tyr Leu Ala
100 ' v 108 110

Gly Proc Leu Asp Asn Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly @ly Ser Gly Gly Gly Gly Ser Ser
130 135 140

Glu Leu Thr Gln Asp His Ala Val Ser Val Ala Leu Gly Gln Thr Vval
145 150 155 160
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Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Val Tyr Ala Lys
180 ' 185 190

Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu
225 230 235 240

Phe Gly‘Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1051
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1051 :
Glu Val Gln Leu Val @Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110
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Asp Ile Trp Gly Lys
115

Gly Ser Gly Gly Gly
130

Thr Gln Pro Ala Ser
145

Ser Cys Thr Gly Thr
165

Trp Tyr Gln Gln His
180

@ly Ser Lys Arg Pro
195

Ser Gly Asn Thr Ala
210

Glu Asn Asp Tyr Asn
225

Phe Gly Gly Gly Thr
245

<210> 1052
<21l1> 251
<212> PRT
<213> Homo sapiens

<400> 1052
Gln val Gln Leu Gln
1 ‘ 5

Ser Val Lys Val Ser
20

Thr Met His Trp Vval
35

Gly Trp Ile Asn Gly
50

Gln Gly Arg val Thr

Gly

Gly

val

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Gln

Cys

Arg

Gly

Tle

Thr
Ser
135
Ser
Ser
Gly
Gly
Lau
215

Ser

Leu

Ser
e
Gln
ser

55

Thr

Leu
120
Gly
Gly
Asp
Lys
val
200
Thr

Ser

Thr

Gly
Ala
Ala

40

Gly

Lys

Val

Gly

Ser

val

Ala

185

Ser

Ile

Tyr

val

Ala

Ser

25

Pro

Asp

Asp

Thr

Gly

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Glu

10
Giy
Gly

Thr

Thr

1251

Val

Gly

Gly

155

Gly

Lys

Arg

Gly

Thr

235

Gly

Val

TyY

Gln

Lys

Ser

Ser
Ser
140
Gln
Tyr
Leu
Phe
Leu
220

Arg

Ly;
Thr
Gly
TyT

60

Ala

Ser

125

Gln

Ser

Asn

Met

Ser

205

Gln

Ser

Lys

Phe

Pré

45

Ser

Ser

Gly

Ser

Ile

Tyr

Ile

190

Gly

Ala

Thr

Pro

Thr

30

Glu

Arg

Ala

PCT/US01/19110

Gly Gly

Val Leu

Thr Ile

160

Val Ser

175

Tyr Glu

Sexr Lys

Glu Asp

Arg Val
240

Gly ala

15

Lys Tyr

Trp Met

Lys Phe

Ala Tyr
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65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 ' 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 - 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glan Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly .Glm Ser Ile Thr Ile
145 ) 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala‘ASp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Asp
225 . 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1053

<211> 251

<212> PRT S
<213> Homo sapiens

<400> 1053
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30 ’

1252
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Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 . 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 ~ 105 110

Asp Tle Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160"

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 ' 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala aAsp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Asp
225 230 . 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1054
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<211> 255
<212> PRT
<213> Homo sapiens

<400> 1054
Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly His Thr Phe Thr Ser Asp
20 25 30

His Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Pro His His Gly Lys Thr Asn Tyr Ala Gln Lys Leu
50 55 . 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 ) 70 ’ 75 - 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
- 85 S0 95

Ala Arg Val Gln Met Asp Ser Glu Tyr Tyr Asp Leu Leu Thr Gly Ile
100 105 110

Asn Val Gly Pro Tyr Tyr Phe Asp Tyr Trp Gly Lys Gly Thr Pro Val
115 120 125

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
130 135 140

Gly Gly Sex Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu
145 150 155 160

Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr
165 170 175

Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val
180 . 185 190

Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln
210 215 220 ’
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Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly
225 230 235 240

Asn His Val Val Phe @ly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1055
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 1055 .
His Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 : 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn‘Gly Gly Sexr Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Iyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr VvVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140 .

'Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 ‘ 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175
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Trp Tyr Gln Gln His Pro Gly Lys Ala Pxo Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
: 195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1056
<211l> 255
<212> PRT
<213> Homo sapiens

<400> 1056 -
Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Asp
20 25 . 30

His Ile Ser Trp Val Arg Gln Ala Pro Gly-Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Pro His His Gly Lys Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Val Gln Met Asp Ser Glu Tyr Tyr Asp Leu Leu Thr Gly Ile
100 105 '110

Asn Val Gly Pro Tyr Tyr Phe Asp Tyr Trp Gly. Gln Gly Thr Leu Val
115 120 125
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Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
130 . 135 140

Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu
145 150 155 160

Gly Gln Thr vVal Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr
165 170 175

Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val
180 185 190

Ile Tyr Gly Glu Thr Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly
225 230 235 240

Asn His Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1057
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1057
Gln Val Gln Leu Vval Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 . 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg .Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
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85 S0 S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Glm Ser Ile Thr Ile
ias 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gin His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 - 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Vval
225 230 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1058
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 1058

Gln Val Gln Leu Gln Glm Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30 N

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45
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Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glmn Ser Val Leu
130 135 140 :

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 A 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 : 220

Glu Asp Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
. 245 250

<210> 1059
<211l> 251

<2125 PRT

<213> Homo sapiens
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<400> 1059
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Lys Tyr
20 : 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn @ly Gly Ser CGly Asp Thr Arg Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
€5 70 75 : ' 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cyé
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

'Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly @ly Gly Ser Gly CGly Gly CGly Ser Gln Ser Val Leun
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 . 170 175

Trp Tyr Gln Gln His Pro Gly Lys.Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

@ly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Glu Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser- Thr Arg Val
225 - . 230 235 ) 240
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Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 .

<210> 1060
<211> 251
<212> PRT
<213> Hemo sapiens

<400> 1060 n
@Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 -5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30

. .
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
590 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ’ 90 - S5

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly @Gly Gly Gly Ser Gly Gly CGly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 Lo 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170" 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190
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Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe‘Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1061

<211l> 251

<212> PRT .
<213> Homo sapiens

<400> 1061
Lys Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 ' 10 ‘ 15

Ser val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30

Tyr Ile His Trp Vval Arg Gln Ala Pro Gly Glu Giy Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr val Tyr
65 70 75 ’ 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95 -

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 ‘ 105 110

Agp Ile Trp Gly Lys Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 . 120 ’ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

1262



WO 02/02641

Thr
145

Sexr

Trp

Gly

Ser

Glu

225

Phe

<210>
<211l>
<212>
<213>

<400>

Gln

Cys

Tyx

Ser

Gly

210

Ala

Gly

Pro

Thr

Gln

Lys

195

Asn

Asp

Gly

1062
251
PRT
Homo sapiens

1062

Ala

Gly

Gln

180

Arg

Thxr

Tyr

Gly

Ser
Thr
165
His
Pro
Ala
Tyr

Thr
245

Glu val Gln Leu val

1

Ser

Thr

Gly

Gln

65

Met

Ala

Val

Met

Trp

50

Gly

Glu

Arg

Lys

His

35

Ile

Arg

Leu

Ala

val

20

Trp

Asn

val

Ser

Thr

5
§er
val
Gly
'I“hr
Ser

85

Tyr

Val

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Gln

Cys

‘Arg

Gly

Ile

70

Leu

Asp

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Ser

Lys

Gln

ser

55

Thr

Gly

Pro

Gly

Asp

Lys

vVal

200

Thr

Sexr

Thr

Gly

Ala

ala

Gly

Lys

Ser

Leu

Ser

Val

Ala

185

sexr

Ile

Tyr

val

Ala

Ser

25

Pro

Asp

Asp

Glu

Thr

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Glu

10

Gly

Gly

Thr

Thr

Asp

20

Gly

1263

Gly
155
Gly
Lys
Arg
Gly
Thr
235

Gly

val
TyY
Gln
Lys
Ser

75

Thr

Tyr

Gln

Tyx

Leu

Phe

Leu

220

Arg

Lys

Thr

Gly

Tyr

60

Ala

Ala

Ser

Ser

Asn

Met

Ser

205

Gln

Ser

Lys

Phe

Pro

45

Ser

Ser

Leu

Phe

Ile
Tyr
Ile
1920
aly

Ala

Thr

Pro

Thr

30

Glu

Arg

Ala

Tyr

Asp

Thr

Val

175

Tyr

Sexr

Glu

Arg

Gly

15

Lys

Trp

Lys

Ala

Tyx

Gly
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Ile
160
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Lys
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Val
240
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Tyr
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80
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100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 . 120 125

Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Gln Pro Val Leu
130 - 135 140

Thr Gln Pro Ala Serxr Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp.Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 © 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
. 245 250

<210> 1063
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1063

Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 . . 25 - 30 :

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 ’ : 55 60
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Gln
65
_Met
Ala
Asp
Gly
Thr
145
Ser
Trp
Gly
Ser
Glu

225

Phe

<210>
<211>
<212>
<213>

<400>

Gly

Glu

Arg

Ile

Ser

130

Gln

Cys

Tyr

Ser

Gly

210

Ala

Gly

Arg

Leu

Ala

Trp

115

Gly

Pro

Thr

Gln

Lys

195

Asn

Asp

Gly

1064
251

PRT i
Home sapiens

1064

Val

Ser

Thr

100

Gly

Gly

Ala

Gly

Gln

180

Arg

Thr

Tyr

Gly

Thr

Asn

85

Tyr

Lys

Gly

Ser

Thr
165

Hisv

Pro

Ala

Tyx

Thr
245

Met

70

Leu

Asp

Gly

Gly

Val

150

Ser

Pro

Ser

Ser

Cys
230

Lys

Thr

Arg

Pro

Thr

Ser

135

Ser

Sex

Gly

Gly

Leu
215

Ser

Leu

Arg

Ser

Leu

Leu

120

Gly

Gly

Asp

Lys

Val

200

Thr

Ser

Thr

Asp

Asp

Thr

105

Val

Gly

Ser

Val

Ala

185

Ser

Ile

Tyr

val

Thxr
Asp

90
Gly
Thr
Gly
Pro
Gly
170
Pro
Asn
Ser

Thr

Leu
250

Ser

75

Thr

Tyr

vVal

Gly

Gly

155

Gly

Lys

Arg

Gly

Thr

235

Gly

Thr

Ala

Ser

Ser

Ser

140

Gln

Tyr

Leu

Phe

Leu

220

Arg

Sexr

val

Phe

Ser

125

Gln

Ser

Asn

Met

Sex

Thr

Tyr

Asp

110

Gly

Ser

Ile

Tyr

Ile

190

Gly

205

Gln

Ser

Ala

Thr

Val

Tyr

95

Gly

Gly

Val

Thr

Val

175

Tyr

Ser

Glu

Arg
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Tyx

80

Cys

Phe

Gly

Leu

Ile

160

Ser

Glu

Lys

Glu

Val
240

Gln val Gln Leu Gl'n Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Tle Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Sexr Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 . 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
: 100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 .

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 ' 160

Tyr Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
. 165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu |
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Asp
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210> 1065
<211> 255
<212> PRT
<213> Homo sapilens

<400> 1065
Arg Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Asp
20 25 30

His Ile Ser Trp Vél Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Pro His His Gly Lys Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 B0

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Val Gln Met Asp Ser Glu Tyr Tyr Asp Leu Leu Thr Gly Ile
100 105 110

Asn Val Gly Pro Tyr Tyr Phe Asp Tyr Trp Gly Arg Gly Thr Leu Val
115 120 125

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
130 135 140 :

Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu
145 150 155 160

Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr
165 170 . 175

Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val
180 185 ’ T 190

Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
125 200 205 -
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Gly Ser Ser Ser Gly Asn Thr Ala Sexr Leu Thr Ile Thr Gly Ala Gln
210 . 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Sexr Gly
225 230 235 240

Agn His Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1066
<21l> 251
<212> PRT
<213> Homo sapiens

<400> 1066
His Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 ) 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Vval Tyr
65 : 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 20 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160
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Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asmn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1067
<211l> 251
<212> PRT
<213> Homo sapiens

<220>
<221> Site
«222> (195)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 1067
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 20 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 : 70 ‘ 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
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Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Xaa Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240°

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
: 245 250

<210> 1068

<211> 251

<212> PRT

<213> Homo sapiens

<220>
«221> Site
<222> (31)

<223> Xaa eqguals any of the naturally occurring L-amino acids

<400> 1068
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 ° 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Xaa Tyr
20 25 30
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Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

@ln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 ' ‘105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 ' 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190 -

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 . 220 -

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1069
<211l> 2853
<212> PRT
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<213> Homo sapiens

<400> 1069
Gly Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser
1 5 10 15

Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr Thr
20 ' 25 30

Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met Gly
35 40 45

Trp Val Asn @ly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe Gln
50 55 60 '

Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr Met
65 70 75 80

Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys Ala
85 90 95

Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Leu Asp
’ 100 105 . 110

Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 i20 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 o 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Glu Ala
210 215 220
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Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 1240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1070
<211> 251
<212> PRT
<213> Homo sapiens

<220>
<221> Site
<222> (1)

<223> Xaa equals any of the naturally occurring L-amino acids

<400> 1070 !
Xaa Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 . 5 10 . 15

Ser Val Thr Val Ser Cys Arg Ala Ser Gly Tyr Asn Phe Ile Thr Tyr
20 25 30

Gly Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Gly Thr Gly Asn Thr Gly Ser Ser Gln Lys Phe
50 55 60

Asn His Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Thr Thr Ala Tyr
65 70 : 75 80

Met Glu Met Arg Ser Leu Arg Ser Glu‘Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Gln Ser Val Leu
130 ! 135 - 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160
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Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 : 175

Trp Tyr Gln Gln His Pro Gly DLys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1071
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 1071
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 , 5 10 15

Ser Val Lys Val Ser Cys Lys Ala éer Gly‘Tyr Thr Phe Thr Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 - 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 ' 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110 '

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
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Gly
Thr

145

Ser
. P
Gly
Ser
Glu

225

Phe

Ser

130

Gln

Cys

Tyr

Ser

Gly

210

Ala

Gly

115

Gly
Pro
Thr
Gln
Lys
195
Asn

Asp

Gly

<210> 1072
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1072
Glu Val Gln

1

Ser

Thr

Gly

Gln
65

Val

Met

Trp
50

Lys

His
35

Ile

Gly. Arg

Gly

Ala

Gly

Gln

180

Arg

Thr

Tyr

Gly

Leu

Val

20

Trp

Asn

Val

Gly

ser

Thr

165

His

Pro

Ala

Tyr

Thr
245

val

5

Ser

val

Gly

Thr

Gly

val

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Gln

Cys

Arg

Gly

Ile
70

Ser
135

Ser

Ser

Ser

Gly

Leu

215

Ser

Leu

Ser

Lys

Gln

Ser

55

Thr

120

Gly

Gly

Asp

Lys

val

200

Thr

Ser

Thr

Gly

Ala

Ala

40

Gly

Lys

Gly

Ser

Val

Ala

Gly

Pro

Gly

170

Pro

185 -

Ser

Ile

Tyr

val

Ala

Ser

25

Pro

Asp

ASp

Asn

Ser

Thr

Leu
250

Glu

10

Gly

Gly

Thr

Thr

1275

Gly

Gly

155

Gly

Lys

Arg

Gly

Thr

235

Gly

Leu

Tyx

Gln

Lys

Ser
75

Ser

140

Gln

Tyr

Leu

Phe

Leu
220

Lys

Thr

Gly

Tyx

60

Ala

125

Gln

Ser

Asn

Met

Ser

205

Gln

Ser

Lys

Phe

Pro

45

Ser

Ser

Ser

Ile

Tyr

Tle

190

Gly

Ala

Thr

Pro
Thr

30
Glu

Arg

Ala

Val

Thr

val

175

Tyr

Ser

Glu

Arg

Gly

15

Lys

Trp

Lys

Ala

PCT/US01/19110

Leu

Ile

160

Ser

Glu

Lys

Asp

Val
240

Ser

Tyr

Met

Phe

Tyr
80
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Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
' 85 ETs) 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110 '

Asp Ile Trp Gly Arg Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 }35 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 ) 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 " 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 - 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 o 250

<210> 1073
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1073
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30
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Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Thr Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 ’ 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly.Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 © 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 ) 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1074
<211> 251

1277



WO 02/02641 PCT/US01/19110

<212> PRT
<213> Homo sapiens

<400> 1074
@ln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Asn Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 ) 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 . 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Sér Ala Ala Tyr
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Aala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

‘Asp Ile Tfp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asm Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
‘ 180 185 - 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
135 -t 200 205 .

Ser Gly BAsn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 ) 220
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Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1075

<211> 254

<212> PRT

<213> Homo sapilens

<400> 1075
Gly Val Gln Leu Val Gln Ser Gly Gly Gly Val Val Gln Pro Gly Met
1 5 10 15

Ser Leu Ile Val Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
: 35 40 45

Ala Val Leu Ser Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Sexr Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 ' 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 . 90 " 95

Ala Arg Glu Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Val Gly Val
100 105 - 110

)
Gly Arg Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 - 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175
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Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205 :

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Asn Thr Thr Lys Ser
225 230. 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu‘Gly
245 250 ’

<210> 1076

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1076
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 .10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyf Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Sexr Glu Asp Thr Ala Leu Tyr Tyr Cys
85 : S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 . 110 ‘

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
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130 135 . 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 16Q

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr @Gln Gln Hig Proc Gly Arg Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Sex Lys
‘195 200 205

Ser Gly Asn Thr 2lz Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 ) 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 . 250

<210> 1077
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1077
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 . 25 ) 30.

Ala Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Asn Asn Gly Asn Thr Lys His Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Ile Tyr Tyr Cys
85 S0 95
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Ala Arg Ala Thr
100

Asp Ile Trp Gly
115

Gly Ser Gly Gly
130

Thr Gln Pro Ala
145

Ser Cys Thr Gly

Trp Tyr Gln Gln
180

Gly Ser Lys Arg
195

Ser Gly Asn Thr
210

Glu Ala aAsp Tyr
225

Phe Gly Gly Gly

<210> 1078
<211l> 251
<212> PRT

TyTr

Lys

Gly

Ser

Thr

165

His

Pro

Ala

Tyr

Thr
245

<213> Homo sapiens

<400> 1078

Asp
Gly
Gly
vVal
150

Ser

Pro

ASer

Ser

Cys
230

Lys

Pro

Thr

Ser

135

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Leu
Met
120
Gly
Gly
Asp
Lys
Val
200
Thr

Sexr

Thr

Thr

105

Val

Gly

Ser

Val

Ala

185

Ser

Ile

Tyr

Val

Gln Val Gln Leu Gln Gln Ser Gly Ala

1

Ser Val Met Val
20

Thr Met His Trp
35

5

Ser

val

Cys Lys Ala

Arg Gln Alas

40

Ser

25

Pro

Gly

Thr

Gly

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Glu
10

Gly

Gly

1282

Tyr Ser Phe

Val Ser Ser
125

Gly Ser Gln
140

Gly Gin Ser
155

Gly Tyr Asn
Lys Leu Met

Arg Phe Ser
205

Gly Leu Gln
220

Thr Arg Ser
235

Gly

Val Lys Lys
Tyr Thr Phe

Gln Gly Pro
45

Asp
110
Gly
Ser
Ile
Tyx
Ile
190
Gly

Ala

Thr

Pro

Thr
30

Glu

PCT/US01/19110

Gly Phe

Gly Gly

Val Leu

Thr Ile
160

Val Ser

178

Tyr Glu

Ser Lys

Glu Asp

Arg Val
240

Gly Ala
15

Lys Tyr

Trp Met
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Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Prc Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser'Pro'Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 120

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr aAla Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Ile Leu Gly
245 250

<210> 1079

<211l> 251

<212> PRT

<213> Homo sapiens

<220>
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<221L>
<222>
<223>

<220>

<221>
<222>
<223>

<220>

<221>
<222>
<223>

<220>

<221>
<222>
<223>

<220>

<221>
<222>
<223>

Site
(31)
Xaa equals

Site
(53)
Xaa equals

Site
(62)
Xaa equals

Site
(68)
Xaa equals

Site
(76)
Xaa eqguals

<400> 1079
Gln Val Gln Leu

1

Ser

Thr

Gly

Gln

65

Met

Ala

Asp

Gly

Val

Met

Trp

'Gly

Glu

Arg

Ile

Ser
130

Ile

His

35

Ile

Arg

Leu

Ala

Trp

115

Gly

val

20

Trp

Asn

Xaa

Ser

Thr

100

Gly

Gly

any of

any of

any of

any of

any of

Gln Gln

Ser Cys

Val Arg

Xaa Gly

Thr Ile

70

Ser Leu
85
Tyr Asp

Lys Gly

Gly Gly

the

the

the

the

the

Ser

Lys

Gln

Ser

55

Thr

Gly

Pro

Thr

Ser
135

naturally occurring

naturally occurring

naturally occurring

naturally occurring

naturally occurring

Gly Ala Glu
10

Ala Ser Gly
25

Ala Pro Gly
40

Gly Asp Thr

Lys Asp Thr

Ser Glu Asp
90

Leu Thr Gly
105

Leu Val Thr
120

Gly Gly Gly

1284

Val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Val

Gly

Lys

Thr

Gly

Tyr

60

Xaa

Ala

Ser

Ser

Ser
140

L-amino

L-amino

L-amino

L-amino

L-amino

Lys Pro

Phe Thr
30

Pro Glu
45

Ser Xaa

Sexr Ala

Leu Tyr

Phe Asp
110

Ser Gly
125

Gln Ser

PCT/US01/19110

acids

acids

acids-

acids

acids

Gly Ala

Xaa Tyr

Trp Met

Lys Phe

Thr Tyr

80

Tyr Cys
85
Gly Phe

Gly Gly

Val Leu
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Thr
145
Ser
Trp
Gly
Ser
Glu
225

Phe

Gln

Cys

Tyr

Ser

Gly

210

Ala

Gly

Pro

Thr

Gln

Lys

195

Asn

Asp

Gly

<210> 1080
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1080
Gln Val Gln Leu Gln Gln Ser

1

Ser

Tyr

Gly

vVal

Ile

Asn
50

Met

His
35

Ile

Gln Gly Arg

65

Met

Glu

Leu

Ala Ser

Gly Thr
165

Gln His

180

Arg Pro

Thr Ala

Tyr Tyr

Gly Thr
245

5

“Val Ser

20

Trp Val

Asn Pro

Val Thr

Ser Asn
85

val

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Cys

Arg

Ser

Met

70

Leu

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Lys

Gln

Gly
55

Gly

Asp

Lys

val

200

Thr

Sexr

Thr

Gly

Ala

Ala

40

Ser

Ser

Val

Ala

185

Ser

Ile

Tyr

Val

Ala

Ser

25

Pro

Ser
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Arg

Ser
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Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250
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10
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Thr

Thr
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90
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235
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75

Thr
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Tyr

Leu
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.220
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Thr
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60

Th:
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Asn
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Ser

2058

Gln
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Phe

Leu

45
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val
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Tyr

Ile

190
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Thr

Pro
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30
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Thr
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Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 _ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
- 130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gla Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lifs
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1081
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1081
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Met Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 . 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu CGlu Trp Met
'35 ' 40 45
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Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Mét;Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 - 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
* 165 _170 175 .

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 - 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1082

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1082 ) ‘
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
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Ser Val Tle val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 , 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 S0 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asé Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
: 115 120 125

Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 ' 140

Thr Gln Pro Ala Sexr Val Ser Gly Ser.Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 , 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 ' 215 : 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240
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Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

I'd

<210> 1083
<211> .251
<212> PRT
<213> Homo sapiens

<400> 1083 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Lys Tyr Thr Phe Ala Asn His
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 . : 45

Gly Asn Ile Asn Pro Ser Gly Ser Ser Thr Arg Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Vval Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 ' 70 75 80

Met Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyx Cys
85 920 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly CGly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly. Thr Ser Ser Asp Val Gly Gly Tyr Ash Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 . 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
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195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 ) 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Asn Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ' 250

<210> 1084

<211l> 251

<212> PRT .

<213> Homo sapiens

. <400> 1084

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 - 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn His
20 25 30

Ser Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Arg Gly Gly Ser Asp Thr Gln Tyr Ser Gln Lys Phe
50 55. 60

Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 S0 . 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
' ' 100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125 '

Gly Ser Gly Qly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160
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ger Cys Thr Gly

Trp TYy¥ @ln Glo
180

@ly Ser Lys Arg
© 195

ger Gly Asn Thr
210

glu hla AsP YL
225

phe Gly GlY Gly

<210> 1085
«211> 251
«212> PRT

Thr

165

His

Pxo

Ala

e

YT

Thy
245

<213> Homo sapiens

«400> 1085
Ggly val Gln Leu
1

ger Val Met Val
20

Thr Met His Trp
- 35

Ggly Trp Ile AsD
50

@ln Gly Argd val
65

Mer Glu Leud sexr

Ala Ard Ala Thr
100

val

5
Ser
val
Gly
Thr
Sexr

85

YT

ser

Pro

ser

ser

cys

230

Lys

cln

cys

Arg

Gly

Ile

70

Leu

Asp

ger
Gly
G}Y
Leu
215

ser

Leu

Sser
Lys
Gin
ser

59
Thr

Gly

Pro

Asp
Lys
val
200
Thx

ser

Thr

Gly
Ala
ala

4Q
Gly
Lys

Sex

Leu

val

Ala

185

Ser

Ile

TyY

val

nla

Ser

25

pro

ASP

AspP

Glu

Thy
105

Gly
170
ProOo
Asn
Ser

Thr

Leu
250

Glu

10
Gly
Gly
Thr
Thr
Asp

20

Gly

1291

Gly

Lys

Arg

Gly

Thr

235

Gly

val

YT

Gln

Lys

Ser

75

Thr

TyT

TvE

Leu

Phe

Leu

220

Arg

Lys

Thy

Gly

TTyT

60

Ala

Ala

ser

Asn

Met

ser

205

Gln

Sex

Lys

Phe

PYoO

45 -

‘Ser

Sexr

T.eu

Phe

TyTr
Ile
190
Gly

Ala

Thr

PYrO
Thr

30
Glu
AYg

ala

TyT

Asp
110

val

175

TYY

sexr

Glu

arg

Gly

15

Lys

Trp

Lys

Ala

TYyY
95

Gly

sSer

Glu

Lys

Asp

val
240

ala

TYT

Met

Phe

YL

80

Cys

PCT/US01/19110

pPhe’



WO 02/02641 PCT/US01/19110

Asp Ile Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Gly Gly
115 120 - 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150. 155 160

Ser CysAThr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 . 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 . 185 ‘ ‘ 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 - 200 205

- Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 . 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1086
<211> 251
<212> PRT
<213> Howmo sapiens

<400> 10886 : )
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 . 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 ’ 60
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Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 . 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 - 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 . 150 ¢ 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 ’ 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 , 185 . 150

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 - 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gin Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
) 245 250

<210> 1087

<211l> 254

<212> PRT

<213> Home sapiens

<400> 1087
Gln val Gln Leu Gln Glu Ser Gly Ala Glu val Lys Lys Ser Gly Glu
1 n 5 10 ' 15

Ser Leu Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Asp Tyr
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20 25 30

Trp Ile Gly Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Met
: 35 40 45

Gly Trp Ile Asn Pro Asn Asn Gly Gly Thr Lys Tyr Ala Gln Asn Phe
50 ' 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Val Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Vval TYr Tyr Cys
. 85 90 h B 95

Ala Arg Glu Arg His Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Thr Gly
100 105 ' 110

Tyr Gly Met Aép Val Trb Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 , 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
- 145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly ‘Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
iso0 = . - 185 190‘

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
1985 200 . 205

Gly Ser Lys Sef Gly Asn Thr Ala Ser Leu Thxr Ile Sér Gly Leu Gln
210 . 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Asn Thr Thr Arg Ser
225 230 : 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 .
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<210> 1088

<211l> 254

<212> PRT

<213> Homo sapiens

<400> 1088
Gln Val Gln Leu Gln Glu Ser Gly Ala Glu Val Lys Lys Ser Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Asp Tyr
20 : 25 30

Trp Ile Gly Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Met
35 40 . 45

Gly Trp Ile Asn Pro Asn Asn Gly Gly Thr Lys Tyr Ala Gln Asn Phe
50 ’ 55 60 :

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Val Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Glu Tyr Tyr Cys
85 20 95

Ala Arg Glu Arg His Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Thr Gly
100 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Met Val Thr val Ser Ser
115 120 125

Gly Gly Gly. Gly Ser Giy Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 - 135 140 '

Ser Val .Leu Thr Gln Pro Ala Sex Val Ser @Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys. Ala Pro Lys Leu Met
180 -, 185 190

‘Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
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210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

'-Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 :

<210> 1089

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1089 Ce
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu

1 : 5 10 15

Arg Leu‘Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
' 35 40 45

Ile Ser Ser Ser Ser Ser TyrﬂIle Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 60 ’

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
55 70 75 80

Mét Asn Ser Leu Arg Ala Glu Asp Thr Ala Val- Tyr Tyr Cys Ala Arg
85 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 . . 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 ' 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 C. 135 4 140 © -

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 ' 150 155 - 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175
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Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Sexr Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

@lu Asp Glu Bdla Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Lys Ser Thr
225 230 . 235 ©. 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
. 245 250

<210> 10S¢C

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1090
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Asn Pro Gly Ser
1 5 ’ 10 15

Ser Val Lys Val Ser Cys Gln Ala Phe Gly Gly Ser Phe Ser Arg Tyr
20 25 . 30

Ala Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Tle Ile Pro Ile Val Ala Thr Pro Asn Tyr Ala Gln Arg Phe
50 55 60

Gln Giy Arg Ile Thr Ile Ser Ala Asp Thr Leu Thr Ser Thr Ala Phe
65 ' 70 _ 75 o 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 : 90 | . . 95

Ala Arg Asp Arg Glu Thr Lys Val Gly Tyr Gly Met Asp Val Trp Gly
100 , 105 110

Arg Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125 -
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Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro
130 135 140

Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly
145 150 155 . 150

Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu
165 . 170 175

Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp GlnkArg Pro
180 . 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly
185 200 . 205

Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ala Ser Trp Asp Asp Ser Pro Asn Gly Arg Val Phe Gly Gly Gly
225 230 ‘ 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1051

<211l> 253

<212> PRT

<213> Homo sapiens

<400> 10891 . .
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 : 5 10 ' 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
' 20 - 25 30

Asn Trp Val Arg 'Gln Ala Pro Gly Lys Gly Leu Glu Txp Val Ser Ser
35 40 45 '

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 ' 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70" 75 80
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Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys Ala Arg
85 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly -
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 o 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175 .

val Ser Trp Tyr Glm Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205 : '

Ser Lys Ser Gly Thr Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Sexr Ser Tyr Thr Thr Arg Ser Thr
225 230 i 235 240

Arg Val Tyr Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
- 245 - 250 ’

<210> 1092

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1092 .
@Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 10 ’ 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 . 30 )

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Sér
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35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Tyr Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Thr Asn Ser Leu Tyr Leu Gln
65 ' 70 C 75 80

Met Asm Ser Leu Arg Ala Glu Asp Thr Asp Val Tyr Tyr Cys Ala Arg
85 © 90 S5

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110 ‘

Ala Phe Asp Ile Trp Gly Arg-Gly Thr Met Val Thr Val Ser Ser Gly
115 120 ‘ 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 . 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Glun Ser Ile
145 ' 150 - 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
- 165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Giu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
185 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Tle Ser Gly Leu Gln Ala
210 . 215" 220

Glu Asp Glu Ala Asp ‘Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ' 250

<210> 1083
<211> 253
<212> PRT
<213> Homo sapiens
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<400> 1093
Gln vVal Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
.1 5 10 15

Arg Leu Ser Cys Ala Ser Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
‘20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
: 35 40 T 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 - 70 75 80

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 N 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
_13Q ' 135 140 :

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Aép Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Lieu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 ’ 215 220 ’

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
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225 230 235 4 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1094

<211l> 253

<212> PRT

<213> Homo sapiens

<400> 1094
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 10 ) 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 40 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 . 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Arg Ala Glu‘Asp Thr Ala Val Tyr Tyr Cys Ala Arg '’
85 90 95

Glu CGly Gly Asn Tyr His Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 A 120 125

GlybGly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 ' ' 155 . 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp. Val Gly Gly TYr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 - 190 '
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Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 2058

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala.Asp Tyr Tyr Cys Ser.Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly @ly Thr Lys Leu Thr Val Leu Gly
245 250

. «210> 1095
<211> 253
<212> PRT
<213> Homo sapiens

<400> 1095 ,
Gln Val Gln Gln Ser Arg Ala Glu Ala Lys Lys Pro Gly Gly Ser Leu
1 . 5 10 15

Arg Leu Ser Cys Ala Cys Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Arg Val Ser Ser
35 40 45

Ile Ser Ser éer Ser Ser Tyr Ile Tyr Tyr Ala Tyr Ser Gln Asn Gly
50 55 60

Gln Phe Thr Ile Ser Arg Asp Asn Ala Thr Asn Ser Leu Tyr Leu Gln
65 70 75 T80

Met Asn Ser Leu Arg Ala Glu Asp Thr Asp Val Tyr Tyr Cys Ala Arg
’ 85 30 95

Glu Gly Glu Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 . 110

Ala Phe Asp Ile Trp Ser Arg Gly Thr Met Val Thr val Ser Ser Gly
11is 120 125

Gly Gly Gly ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140
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vVal Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln His His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 180

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205 '

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 ' 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
' 245 250

<210> 1096

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1096

Gln Val Gln Gln Ala Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 - ) 10 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
’ 20 25 . - 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 40 45

Ile Ser -Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
.65 70 75 80

Met Asn Seereu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 ’ ' 90 95
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Glu Gly Gly Asn!Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp TIle Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 ' 155. 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 : 200 205 '

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 4 ’ 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1097

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1057
Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 10 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro CGly Lys Gly Leu Glu Trp Val Ser Ser
35 40 , . 45

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
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50 55 - 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg
85 90 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
" 115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 : 175

Val Ser Trp Tyr Gln Gla His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 " 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 . 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser .Thr
225 230 235 ’ . 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Gly Leu Gly
245 250 .

<210> 1098

<211l> 253

<212> PRT

<213> Homo sapiens

<400> 1098 .
Gln Val G¢ln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu

1 : 5 10 15 -
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Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Glmn Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser
35 : 40 : 45 .

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 ‘ 60

Arg Phe Thr Tle Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 ,75 80

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 - 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly
: 115 120 125

Gly Gly Gly.Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 - 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 1150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 \ -200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Glu Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 . 240

Arg val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
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245 250

<210> 1099

<211l> 247

<212> PRT

<213> Homo sapiens

<400> 1099 .
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Asn Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Ser Phe Ser Arg Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Val Ala Thr Pro Asn Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Ile Thr Ile Ser Ala Asp Thr Leu Thr Ser Thr Ala Phe
65 ' 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Arg Glu Thr Lys Val Gly Tyr Gly Met Asp Val Trp Gly
100 105 110

Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser val Leu Thr Gln Pro Pro
130 ’ 135 140

Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly
145 150 155 ’ 160

Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Ile Trp Tyr Gln Arg Leu
165 170 175

Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro
180 185 180

Ser Gly IlewPro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly
195 200 205 '
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Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ala Ser Trp Asp Ala Ser Pro Asn Gly Rxrg Val Phe Gly CGly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
' 245

<210> 1100

<3211l> 253

<212> PRT

<213> Homo sapiens

<400> 1100 . '
Leu Val @Gln Gln Ser Gly Ala &lu Val Lys Lys Pro Gly Gly Ser Leu

1 5 10 ’ 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
‘ 20 25 30 |

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ser Ser ’
35 40 45.

Tle Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 _ 80

Met Asn Ser Leu Arg Ala Glu Asp Thr BAla Val Tyr Tyr Cys Ala Arg
85 90 95

Glu Gly Gly Asn Tyf Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Sexr Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly ser Gin Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 . 160
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Thr TIle Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Glm Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 ' 185 130

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 : 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 © 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1101

<211l> 253

<212> PRT

<213> Homo sapiens

<400> 1101
@Gln Val Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Gly Ser Leu
1 5 10 15

Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Ser Met
20 25 30

Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Txp Val Ser Ser
35 : 40 45 ‘

Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys Gly
50 55 60 .

Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Arg Alé Glu Asp Thr Asp Val Tyr Tyr Cys)Ala Arg
85 S0 95

Glu Gly Gly Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Ile Gly Asn Gly
. 100 105 ' 110
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Ala

Gly

val

145

Thr

val

Tyx

Ser
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225

Arg

<210>
<211l>
<212>
<213>

<400>
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130
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210
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val
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115

Gly
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Gly
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1102
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1 >
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20
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65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 , 120 ‘ 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 . 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1103
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1103
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
’ 20 25 30 '
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Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 . 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp.Thr Ala Leu Tyr Tyr Cys
85 90 ; 25

‘Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . ) 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 ) 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 130

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 ‘ 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Vval p
225 230 235 : 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1104
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<211l> 248
<212> PRT
<213> Homo sapiens

<400> 1104
Glu Vval ¢ln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 :

Gly 'Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 - 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
160 105 ' 110

Asp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 ‘ 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Val Val Met
130 135 140

Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr
145 150 155 160

Ile Thr Cys Arg Ala Ser Gln Asp Ile Thr Asn Asp Leu Ala Trp Tyr
165 170 - 175

Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Gly Ala Ser
180 : 185 190

Thr Leu Gln Tyr Gly Val Pro Thr Arg Phe Ser Gly Ser Gly Ser Gly
195 200 205

Thr Asn Phe Ser Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala
210 215 220 ' '
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Thr Tyr Phe Cys Gln Gln Ser His Ser Phe Pro DPro Thr Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1105

<211> 249

<212> PRT

<213> Homo sapiens

<400> 1105
Gln Val Asn Leu Arg Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 ' 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly .Phe Thr Phe Ser Ser Tyr
' 20 . 25 . 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 - 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80 °

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val RAla Leu Gly Gln Thr val Arg Ile
145 150 155 : 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175
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Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyt Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 - 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1106
<211l> 251
<212> PRT
<213> Homo sapiens

<400> 1106
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 ~ 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 ’ 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Arg Ala Ala Tyr
65 ; 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
- 85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp €ly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 : 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 180

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 ’ 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1107

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1107
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
- 20 ’ 25 30

Thr Met His Trp val Arg Gln Ala Pro Gly Gln Gly Proc Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Vval Thr Ile Thr Lys Asp Thr Ser ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
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85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Vval Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 . 135 140 .

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 1558 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 _ 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Proc Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Sexr Tyr Thr Thr Arg Ser Thr Arg Val
225 230 ’ 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245' 250

<210> 1108
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 1108 .
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gla Pro Gly Arg
1 5 10 15

Ser Leu Leu Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

1318



WO 02/02641 PCT/US01/19110

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 : 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
- 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 . 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Vval val Phe Gly
225 ' 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1109

<211> 249

<212> PRT

<213> Homo sapiens
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<400> 1109
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gla Pro Gly Arg
1 5 ‘ ' 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Val Asp Ser Val
50 ‘ 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asmn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Ser Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Lys Gly Ala
100 105 110

Phe Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 ; 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
‘ 180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240
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Gly Gly Thr Lys Leu Thr Val Leu Gly
- 245

<210> 1110
<211> 249
«212> PRT
<213> Homo sapiens

<400> 1110
Asp Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Phe Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
) 35 40 45

Ala val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Sexr Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyxr Cys
85 90 o5

“Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly>Gly Gly Ser Ser Glu Leu
130 135 : 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 - 155 ) 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 - 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190
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Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Glmn Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 ’ 240

Gly Gly Thr Lys Leu Thr val Leu Gly
245

<210> 1111

<211> 249

<212> PRT

<213> Homo sapiens

<400> 1111
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 . 15

Ser Leu Leu Leu Thr Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 ' 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 ’ 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Sexr Ser Gly Gly
' 115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140
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Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln GQly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
-165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1112
<211> 247
<212> PRT
<213> Homo - sapiens

<400> 1112
Gln val Gln Leu Val Glu Ser Gly Gly Gly val Vval Gln Pro Gly Arg
1 5 - 10 15

Ser Leu Thr Leu Ser Cys Glu Ala Ser Gly Phe Arg Phe Ser Asp Tyr
20 25 30

Pro Met His Trp Ile Arg Gln Thr Pro Gly Lys Gly Pro Glu Trp Leu
35 40 45

Ala Val Ile Ser Tyr Asn Gly Arg Asp Thr Ile Tyr Ala Asp Ser Val
50 55 60

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asp Phe Thr Arg Thr Leu Phe
65 70 75 80

Leu His Ile Asn Ser Leu Arg Pro Asp Asp Thr Ala Ile Tyr Tyr Cys
85 S0 95

Ala Lys Gly Asp Tyr Asp Ile Leu Thr Gly Thr Tyr Tyr Tyr Ile Asp
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100 105 110

val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Vval Ala Leu Gly Gln Thr val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
185 170 175

Pro Gly Gln Ala Pro Glu Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 . 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr Cly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asp'Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thxr Val Leu Gly
245

<210> 1113
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 1113
Phe Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
’ 20 25 : 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
' 35 ) 40 45 -

“Ala val Ile Ser Tyr Asp Gly Ser Asm Lys Tyr Tyr Ala Asp Ser Val
50 V 55 60
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 - 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95 .

Ala Lys Asp Gly Tyr Tyr Asp ILle Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Glun Thr val Arg Ile
145 | 150 155 160

Thr Cys Glan Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly -Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Giy Asn His Val Val Phe Gly
2258 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1114

<211l> 251 .
<212> PRT -
<213> Homo sapiens

<400> 1114
Glu val Gln Leu Val Glu Ser Gly Gly Gly Val val Gln Pro Gly Gly
1 5 10 15
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Asn Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Gln Trp Val
35 40 45

Ala val Ile Ser Tyr Asp Gly Ser Lys Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
’ 85 ., S0 . 95

Ala Arg Ser His Tyr Asp Ile Leu Thr Gly Leu Asn Tyr Trp Tyr Phe
100 105 110

Asp Leu Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro. Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<210>
<211>
<212>
<213>

<400>

1

Ser

Gly

Ala

Lys

- 65

Leu

Ala

Met

Gly

Thr

145

A Thr

Gln

Arg

Leu

Met

val’

50

Gly

Gln

Lys

Asp

‘Gly

130

Gln

Cys

Lys

Pro

1115
249
PRT
Home sapiens

1115
Glu Val Asn Leu Arg

Arg

]

His

35

Tle

Axg

Met

Asp

Val

115

Ser

Asp

Gln

Pro

Ser
195

Leu
20

Trp

Sér

Phe

Asn

Gly

100

Trp

Gly

Pro

Gly

Gly

180

Gly

5

Ser

Val

Tyr

Thr

Ser

85

Tyr

Gly

Gly

Ala

Asp

165

Gln

Ile

Giu

Cys

Arg

Asp

Ile

70

Leu

Tyr

Gln

Gly

Val

150

Ser

Ala

Pro

sSer

Ala

Gln

Gly

55

Serxr

Arg

Asp

Gly

Gly

135

Ser

Leu

Pro

Asp

Gly

Ala

Ala

40

Ser

Arg

Ala

Ile
Thr
120
Ser
val
Arg

Leu

Arg
200

Gly

Ser

25

Pro

Asn

Asp

Glu

Leu

105

Met

Gly

Ala

Ser

Leu

185

Phe

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Thr

Val

Gly

Leu

Tyr
170

Val

Ser

1327

Val

Phe

Lys

TYyY

Ser

75

Thr

Gly

Thr

Gly

Gly

155

Tyr

Val

Gly

Val

Thr

Gly

TYE

60

Lys

Ala

Tyr

val

Gly

140

Gln

Thr

Tyr

Ser

Gln

Phe

Leu
45

Alé

Asn

val

Ser

Ser

125

Ser

Thr

Asn

Ala

Ser
205

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr

110

Ser

Ser

val

Trp

Lys

190

ser

PCT/US01/19110

Gly Axg
15

Ser Tyr

Trp Val

Sexr val

Leu Tyr
80

Tyr Cys
95

Tyr Gly

Gly Gly

Glu Leu

Arg Ile
’ 160

Phe Gln
175

Asn Lys

Gly Asn
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Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220 .

Tyr Tyr Cys His Ser Trp Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr val Leu Gly
245

<210> 1116
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1116
Gln Val Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr RAsn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 110

Tyr Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 ' 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 ' 135 140

Agsp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160
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Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln Lys
165 170 | 175

Pro Gly Gln Ala Pro Leu Leu Val val Tyr Ala Lys Asn Lys Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys His Ser Trp Asp Ser -Ser Gly Asn His Val Leu Phe Gly Gly Gly
225 230 235 240

ThHr Lys Leu Thr Val Leu Gly
245

<210> 1117
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1117
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1 5 0 - 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 - 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp-Gly Ser Asn Lys Tyr Tyr Ala Asp. Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met val Thr Val Ser Ser Gly Giy
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Gly Gly
130

Thr Gln
145

Thr Cys

Gln Lys

Arg Pro

“Thr Ala
210

Tyr Tyr
225

Gly Gly

115

Ser
Asp
Gln
Pro
Ser
195
Ser

Cys

Thr

<210> 1118
<211l> 249
<212> PRT
<213> Homo sapiens

<220>

<221> Site
<222> (64)

Gly

Pro

Gly.

Gly

180

Gly

Leu

Asn

Lys

Gly

Ala

Asp

165

Gln

Ile

Thr

Ser

Leu
245

Gly
val
150
Ser
Ala
Pro
Ile
Arg
230

Thr

<223> Xaa equals any of

<400> 1118
Glu val Asn Leu Arg Glu

1

-5

Ser Leu Arg Leu Ser Cys

Gly Met

Ala val

His
35

Ile

20

Trp Val Arg

Ser Tyr Asp

Gly

135

Ser

Leu

Pro

-ASD

Thr
215

Asp

val

the

Ser

Ala

Gln

Gly

120

Ser

Val

Arg

Leu

Arg

200

Gly

Sexr

Leu

Gly

Ala

Ser

Leu

185

Phe

Ala

Ser

Gly

Gly

Leu

Tyr

170

val

Ser

Gln

Gly

Gly

Gly

155

Tyr

val

Gly

Ala

Asn
235

Gly

140

Gln

Thr

Tyr

Ser

Glu

220

His

naturally occurring

Gly Gly Gly Vval val

10

2la Ser Gly Phe Thr

ala
40

sSer

25

Pro

Asn

Gly Lys Gly

Lys Tyr Tyr

1330

Ser Ser

Thr Vval

Asn Trp

Ala Lys
190

Sei Ser
205

Asp Glu

Val Val

L-amino

Gln Pro

Phe Ser
30

Leu Glu
45

Ala Asp

PCT/US01/19110

Glu Leu

Arg Ile
160

Phe Gln
175

Asn Lys
Gly Asn

Ala Asp

Phe Gly
240

acids

Gly Arg
15
Ser Tyr

Trp Val

Ser Xéa
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50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile
145 150" ’ 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 : 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 : 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr val Leu Gly
245

<210> 1119
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1119
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Vval Gln Pro Gly Arg
1 5 10 15
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Met
35 ' 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asm Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cyé
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 - 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 175 .

Gln Lys. Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 . 185 1920

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu As§~Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 - 235 ) 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
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245

<210> 1120

<211l> 249

<212> PRT

<213> Homo sapiens

<400> 1120
Glu Val Asn Leu Arg Glu Ser Gly Gly Gly Val Val @Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
' 35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asm Lys Tyr Tyr Ala His Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
’ 85 80 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
: 100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 A 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 ‘o 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln
165 170 178

Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys
180 - 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
185 200 205
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Y

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 . 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1121
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1121 )
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Ser Phe Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
© 35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala GLln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 ' 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 © 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
. 100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly.Gly Gly Gly Ser Ala Gln Ala val Val
130 135 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr Val Thr Ile
145 150 155 . 160
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Thr Cys Gly Lieu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 130

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
185 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1122
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1122
Gln Val Gln Leu Val Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ser
1 ’ -5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys:Phe Gln

Gly Arg Val Thr Ile Thr Ala Agp Lys Leu Thr Asn Thr val Tyr Met
65 70 75 80

.Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala val Tyr Tyr Cys Ala
85 ‘ 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110
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Met Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Glu Ala Pro Arg Gln Arg Val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Ala Ser Asn Val Gly Asn Asn Ala Val Asn Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Lys Pro Pro Lys Leu Leu Ile Tyxr Tyr Asp
180 185 190

Asp Leu Leu Pro Ser Gly Val Ser Asp Arg Phe Ser Gly Ser Lys Ser
195 - 200 : 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 . 215 220

Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Arg Leu Asn Gly Trp Val
225 230 ' 235 240

Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 1123
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1123 :
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
‘ 20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 - 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Mét
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65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu
130 135 140

Thr Gln Pro Ser Sér Val Ser Val Ala Prc Gly Glu Thr Ala Arg Vval
145 150 155 160

Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Val His Trp Tyr Gln
165 170 175

Gln Gln Pro Gly Gln Ala Pro Val Val Val Ile Tyr Tyr Asp Ser Asp
180 185 190

Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn
195 200 205

Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Gln Val Trp Asp Ser Ser Ser Asp Leu Tyr Val Phe Gly
225 230 ) 235 240

Thr Gly Thr Lys Val Thr val Leu Gly
245

<210> 1124
<211> 244
<212> PRT
<213> Homo sapiens

«<400> 1124
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg
20 25 30 '
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Thr Ile Ser Trp Val Arg Gla Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 ' 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 ’ 20 - . 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Arg Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 a 120 125

Gly Gly Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser
130 ’ 135 140

Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser
145 150 155 160

Asn Ile Gly Thr Asn Thr Val Asn Trp Tyr Gln His Leu Pro Gly Thr
165 170 : 175

Ala Pro Lys Leu Leu Ile Tyr Asn Asn Asn Arg Arg Pro Ser Gly Val
180 185 120

Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala
195 200 205

Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala
210 215 220

Trp Asp Asp Ser Leu Asn Ala Trp Val Phe Gly Gly Gly Thr Lys Leu
225 230 235 240

Thr val Leu Gly

<210> 1125
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<211l> 253
<212> PRT
<213> Homo sapiens

<400> 1125

Leu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Pro Val Trp Val Phe Phe Lys Ala Ser Gly Gly Thr Phe Thr Arg Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Leu Gly Ile Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Asn Tyr Asp Ile Leu Thr Gly Tyr Ser Arg Arg Phe Asp
100 105 110

Pro Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 . 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Asn Phe Met
130 . 135 140

Leu Thr Gln Pro His Ser Val Ser Glu Ser Pro Gly Lys Thr Val Thr
145 150 155 - 160

Ile Ser Cys Thr Arg Ser Ser Gly Asn Ile Ala Ser Lys Tyr Val Gln
165 170 175

Trp Tyr Gln Gln Arg Pro Gly Ser Ala Pro Thr Thr val Ile Tyr Glu
180 185 190

Asn Asn Arg Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
1585 200 205

Asp Ser Ser Ser Asn Ser Ala Ser Leu Thr Ile Ser Gly Leu Lys Thr
210 215 220
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Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Sexr Tyr Asp Thr Ser Ala Leu
225 230 235 240

Tyr Val Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1126
<211> 251
<212> PRT
<213> Homo sapiemns

<400> 1126 '
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 " 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 ‘ 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asm Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70" 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 920 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly.
115 120 : 125

Ser Gly Gly Gly Gly Ser CGly Gly CGly Gly Ser Ala Gln Ala Val Val
130 , 135 140 .

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thr Val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
165 170 175
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Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Sex
180 185 190

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Ile
195 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 215 220

Glu Ser Asp Tyr Tyr Cys Leu Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

«210> 1127
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1127
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Met Ser Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr.Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 ’ 70 . 75 8aQ

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala val Tyr Tyr Cys Ala
85 S50 95

Arg Glu Leu Gly Ser Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 ’ 105 110

Met Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Giy Gly Gly
115 120 125
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Val
130 135 140

Ile Gln Glu Pro Ser Phe Ser Val Ser Pro Gly Gly Thxr val Thr Ile
145 150 155 160

Thr Cys Gly Leu Thr Ser Gly Ser Val Thr Thr Ser Tyr Tyr Pro Thr
; 165 170 175

Trp Tyr Gln Gln Ala Pro Gly Gln Ala Pro Arg Thr Leu Ile Tyr Ser
180 185 190

Thr Lys Ile Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Tle
195 200 205

Ile Gly Asn Lys Ala Ala Leu Thr Ile Thr Gly Ala Gln Ala Asp Asp
210 ’ 215 220

Glu Ser Asp Tyr Tyr Cys Met Leu Tyr Met Gly Ser Gly Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val val Gly
245 250

<210> 1128
<211> 252
<212> PRT
<213> Homo sapiens

<400> 1128
Glu Val Gln Leu Val @Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 S 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 ) 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

e

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 ) 75 80

Asp Leu Ser Arg Leu Arg TyrY Glu Asp Thr Ala Val Tyr Tyr Cys Ala
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85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
11s 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu
130 135 ) 140

Leu Thr Gln Pro Pro Ser Met Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Thr Gly Ser Asn Thr Val Asn
165 170 i 175

Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu Ile His Ser
180 185 190

Asp Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 : 205 ’

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp
210 215 220 '

Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Tyr Gly Tyr
225 230 235 240

Val Phe Gly Ala Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1129

<211> 252

<212> PRT

<213> Homo sapiens

<400> 11289
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 : 5 10 15

Ser val Lys Val Ser Cys Gln Ala Ser Gly Gly Thr Phe Ser Thr His
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Glmn Gly Leu Glu Trp Met
35 40 45 ‘
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Gly Gly Ile Ile Pro Met Ser Ala Thr Thr Arg Tyr Ala Gln Lys -Phe
50 ' 55 60

Gln Gly Arg Leu Thr Ile Ile Ala Asp Glu Leu Thr Ser Thr Val His
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 , 95 .

Ala Arg Pro Leu Gly Ile Thr Ala Val Arg Gly Ala Lys Thr Asp Ala
100 105 110

Phe Gly Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125 :

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn
165 170 ‘ 175

Trp Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn
180 185 190

Asn Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys
195 ' 200 205

Ser Gly Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp
210 215 ’ 220 i

Glu Ala Asp Tyr Tyr Cys Ala Sexr Trp Asp Asp Ser Leu Asn Gly Arg
225 230 235 240

val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1130
<211> 251
<212> PRT
<213> Homo sapiens
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<400> 1130
Gln Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 g0 985

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 ) 120 125

Ser @Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu
130 135 140

Thr Gln Pro Sexr Sexr Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Met
145 150 155 150

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr Val Asn Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Ala Ala Pro Lys Leu Leu Ile Tyr Arg Ser
180 185 190

Asp Gln Arg Ser Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 - 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Asp Gly Tyr Val
225 ’ - 230 235 240
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Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1131

<211> 252

<212> PRT

<213> Homo sapilens

<400> 1131
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 ' 10 15

Ser Val Lys Val Ser Cys Ser Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 S0 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Val
130 135 l140Q

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 . 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Phe
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Ala Ala Pro Lys Leu Leu Ile Tyr Arg
180 185 190
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Asn Ser Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Thr
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg Ser Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ala Ala Arg Asp Asp Ser Leu Arg Gly Pro
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 :

<210> 1132
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1132

Glu Val Gln Leu Val @Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

‘Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 ) 45

Gly Trp Ile Asn Gly Gly Sexr Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 R 55 60

Gln Gly Arg Vval Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 ) 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 ’ 90 85

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140 '
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